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<130> 26465 



<160> 75 

<170> Patentln version 3.1 

<210> 1 

<211> 790 

<212> PRT 

<213> Homo sapiens 

<400> 1 

Met Arg Thr Tyr Arg Tyr Phe Leu Leu Leu Phe Trp Val Gly Gin Pro 
15 10 15 

Tyr Pro Thr Leu Ser Thr Pro Leu Ser Lys Arg Thr Ser Gly Phe Pro 
20 25 30 

Ala Lys Lys Arg Ala Leu Glu Leu Ser Gly Asn Ser Lys Asn Glu Leu 
35 40 45 

Asn Arg Ser Lys Arg Ser Trp Met Trp Asn Gin Phe Phe Leu Leu Glu 
50 55 60 

Glu Tyr Thr Gly Ser Asp Tyr Gin Tyr Val Gly Lys Leu His Ser Asp 
65 70 75 80 

Gin Asp Arg Gly Asp Gly Ser Leu Lys Tyr He Leu Ser Gly Asp Gly 
85 90 95 

Ala Gly Asp Leu Phe He He Asn Glu Asn Thr Gly Asp He Gin Ala 
100 105 HO 



Thr Lys Arg Leu Asp Arg Glu Glu Lys Pro Val Tyr He Leu Arg Ala 
115 120 125 



64 



Gin Ala He Asn Arg Arg Thr Gly Arg Pro Val Glu Pro Glu Ser Glu 
130 135 140 

Phe He He Lys He His Asp He Asn Asp Asn Glu Pro He Phe Thr 
145 ' 150 155 160 

Lvs Glu Val Tyr Thr Ala Thr Val Pro Glu Met Ser Asp Val Gly Thr 
165 170 175 

Phe Val Val Gin Val Thr Ala Thr Asp Ala Asp Asp Pro Thr Tyr Gly 
180 185 190 

Asn Ser Ala Lys Val Val Tyr Ser He Leu Gin Gly Gin Pro Tyr Phe 
195 200 205 

Ser Val Glu Ser Glu Thr Gly He He Lys Thr Ala Leu Leu Asn Met 
210 215 220 

Asp Arg Glu Asn Arg Glu Gin Tyr Gin Val Val He Gin Ala Lys Asp 
225 230 235 240 

Met Gly Gly Gin Met Gly Gly Leu Ser Gly Thr Thr Thr Val Asn He 
245 250 255 

Thr Leu Thr Asp Val Asn Asp Asn Pro Pro Arg Phe Pro Gin Ser Thr 
260 265 270 

Tyr Gin Phe Lys Thr Pro Glu Ser Ser Pro Pro Gly Thr Pro He Gly 
275 280 285 

Arg He Lys Ala Ser Asp Ala Asp Val Gly Glu Asn Ala Glu He Glu 
290 295 300 

Tyr Ser He Thr Asp Gly Glu Gly Leu Asp Met Phe Asp Val He Thr 
305 310 315 320 

Asp Gin Glu Thr Gin Glu Gly He He Thr Val Lys Lys Leu Leu Asp 
325 330 335 

Phe Glu Lys Lys Lys Val Tyr Thr Leu Lys Val Glu Ala Ser Asn Pro 
340 345 350 

Tyr Val Glu Pro Arg Phe Leu Tyr Leu Gly Pro Phe Lys Asp Ser Ala 
355 360 365 

Thr Val Arg He Val Val Glu Asp Val Asp Glu Pro Pro Val Phe Ser 
370 ^ 375 380 

Lys Leu Ala Tyr He Leu Gin He Arg Glu Asp Ala Gin He Asn Thr 



385 



390 



65 

395 



400 



Thr He Gly Ser Val Thr Ala Gin Asp Pro Asp Ala Ala Arg Asn Pro 
405 410 415 

Val Lys Tyr Ser Val Asp Arg His Thr Asp Met Asp Arg He Phe Asn 
420 425 430 

He Asp Ser Gly Asn Gly Ser He Phe Thr Ser Lys Leu Leu Asp Arg 
435 440 445 

Glu Thr Leu Leu Trp His Asn He Thr Val He Ala Thr Glu He Asn 
450 455 460 

Asn Pro Lys Gin Ser Ser Arg Val Pro Leu Tyr He Lys Val Leu Asp 
465 470 475 480 

Val Asn Asp Asn Ala Pro Glu Phe Ala Glu Phe Tyr Glu Thr Phe Val 
485 490 495 

Cys Glu Lys Ala Lys Ala Asp Gin Leu He Gin Thr Leu His Ala Val 
500 505 510 

Asp Lys Asp Asp Pro Tyr Ser Gly His Gin Phe Ser Phe Ser Leu Ala 
515 520 525 

Pro Glu Ala Ala Ser Gly Ser Asn Phe Thr He Gin Asp Asn Lys Asp 
530 535 540 

Asn Thr Ala Gly He Leu Thr Arg Lys Asn Gly Tyr Asn Arg His Glu 
545 550 555 560 

Met Ser Thr Tyr Leu Leu Pro Val Val He Ser Asp Asn Asp Tyr Pro 
565 570 575 

Val Gin Ser Ser Thr Gly Thr Val Thr Val Arg Val Cys Ala Cys Asp 
580 585 590 

His His Gly Asn Met Gin Ser Cys His Ala Glu Ala Leu He His Pro 
595 600 605 

Thr Gly Leu Ser Thr Gly Ala Leu Val Ala He Leu Leu Cys He Val 
610 615 620 

lie Leu Leu Val Thr Val Val Leu Phe Ala Ala Leu Arg Arg Gin Arg 
625 630 635 640 



Lvs Lys Glu Pro Leu He He Ser Lys Glu Asp He Arg Asp Asn 
645 650 655 
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Val Ser Tyr Asn Asp Glu Gly Gly Gly Glu Glu Asp Thr Gin Ala Phe 
660 665 670 



Asp lie Gly Thr Leu Arg Asn Pro Glu Ala lie Glu Asp Asn Lys Leu 
675 680 685 



Arg Arg Asp lie Val Pro Glu Ala Leu Phe Leu Pro Arg Arg Thr Pro 
690 695 700 



Thr Ala Arg Asp Asn Thr Asp Val Arg Asp Phe lie Asn Gin Arg Leu 
705 710 715 720 



Lys Glu Asn Asp Thr Asp Pro Thr Ala Pro Pro Tyr Asp Ser Leu Ala 
725 730 735 



Thr Tyr Ala Tyr Glu Gly Thr Gly Ser Val Ala Asp Ser Leu Ser Ser 
740 745 750 



Leu Glu Ser Val Thr Thr Asp Ala Asp Gin Asp Tyr Asp Tyr Leu Ser 
755 760 765 



Asp Trp Gly Pro Arg Phe Lys Lys Leu Ala Asp Met Tyr Gly Gly Val 
770 775 780 



Asp Ser Asp Lys Asp Ser 
785 790 



<210> 2 

<211> 794 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Leu Thr Arg Asn Cys Leu Ser Leu Leu Leu Trp Val Leu Phe Asp 
15 10 15 



Gly Gly Leu Leu Thr Pro Leu Gin Pro Gin Pro Gin Gin Thr Leu Ala 
20 25 30 



Thr Glu Pro Arg Glu Asn Val lie His Leu Pro Gly Gin Arg Ser His 
35 40 45 



Phe Gin Arg Val Lys Arg Gly Trp Val Trp Asn Gin Phe Phe Val Leu 
50 55 60 



Glu Glu Tyr Val Gly Ser Glu Pro Gin Tyr Val Gly Lys Leu His Ser 
65 70 75 80 
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Asp Leu Asp Lys Gly Glu Gly Thr Val Lys Tyr Thr Leu Ser Gly Asp 
85 90 95 



Gly Ala Gly Thr Val Phe Thr lie Asp Glu Thr Thr Gly Asp lie His 
100 105 110 



Ala lie Arg Ser Leu Asp Arg Glu Glu Lys Pro Phe Tyr Thr Leu Arg 
115 120 125 



Ala Gin Ala Val Asp lie Glu Thr Arg Lys Pro Leu Glu Pro Glu Ser 
130 135 140 



Glu Phe lie lie Lys Val Gin Asp lie Asn Asp Asn Glu Pro Lys Phe 
145 150 155 160 



Leu Asp Gly Pro Tyr Val Ala Thr Val Pro Glu Met Ser Pro Val Gly 
165 170 175 



Ala Tyr Val Leu Gin Val Lys Ala Thr Asp Ala Asp Asp Pro Thr Tyr 
180 185 190 



Gly Asn Ser Ala Arg Val Val Tyr Ser lie Leu Gin Gly Gin Pro Tyr 
195 200 205 



Phe ser lie Asp Pro Lys Thr Giy val lie Arg Thr Ala Leu Pro Asn 
210 215 220 



Met Asp Arg Glu Val Lys Glu Gin Tyr Gin Val Leu lie Gin Ala Lys 
225 230 235 240 



Asp Met Gly Gly Gin Leu Gly Gly Leu Ala Gly Thr Thr lie Val Asn 
245 250 255 



lie Thr Leu Thr Asp Val Asn Asp Asn Pro Pro Arg Phe Pro Lys Ser 
260 265 270 



He Phe His Leu Lys Val Pro Glu Ser Ser Pro He Gly Ser Ala He 
275 280 285 



Gly Arg He Arg Ala Val Asp Pro Asp Phe Gly Gin Asn Ala Glu He 
290 295 300 



Glu Tyr Asn He Val Pro Gly Asp Gly Gly Asn Leu Phe Asp He Val 
305 310 315 320 



Thr Asp Glu Asp Thr Gin Glu Gly Val He Lys Leu Lys Lys Pro Leu 
325 330 335 



Asp Phe Glu Thr Lys Lys Ala Tyr Thr Phe Lys Val Glu Ala Ser Asn 
340 345 350 
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Leu His Leu Asp His Arg Phe His Ser Ala Gly Pro Phe Lys Asp Thr 
355 360 365 



Ala Thr Val Lys lie Ser Val Leu Asp Val Asp Glu Pro Pro Val Phe 
370 375 380 



Ser Lys Pro Leu Tyr Thr Met Glu Val Tyr Glu Asp Thr Pro Val Gly 
385 390 395 400 



Thr He He Gly Ala Val Thr Ala Gin Asp Leu Asp Val Gly Ser Gly 
405 410 415 



Ala Val Arg Tyr Phe He Asp Trp Lys Ser Asp Gly Asp Ser Tyr Phe 
420 425 430 



Thr He Asp Gly Asn Glu Gly Thr He Ala Thr Asn Glu Leu Leu Asp 
435 440 445 



Arg Glu Ser Thr Ala Gin Tyr Asn Phe Ser He He Ala Ser Lys Val 
450 455 460 



Ser Asn Pro Leu Leu Thr Ser Lys Val Asn He Leu He Asn Val Leu 
465 470 475 480 



Asp Val Asn Glu Phe Pro Pro Glu He Ser Val Pro Tyr Glu Thr Ala 
485 490 495 



Val Cys Glu Asn Ala Lys Pro Gly Gin He He Gin lie Val Ser Ala 
500 505 510 



Ala Asp Arg Asp Leu Ser Pro Ala Gly Gin Gin Phe Ser Phe Arg Leu 
515 520 525 



Ser Pro Glu Ala Ala He Lys Pro Asn Phe Thr Val Arg Asp Phe Arg 
530 535 540 



Asn Asn Thr Ala Gly He Glu Thr Arg Arg Asn Gly Tyr Ser Arg Arg 
545 550 555 560 



Gin Gin Glu Leu Tyr Phe Leu Pro Val Val He Glu Asp Ser Ser Tyr 
565 570 575 



Pro Val Gin Ser Ser Thr Asn Thr Met Thr He Arg Val Cys Arg Cys 
580 585 590 



Asp Ser Asp Gly Thr He Leu Ser Cys Asn Val Glu Ala He Phe Leu 
595 600 605 



Pro Val Gly Leu Ser Thr Gly Ala Leu He Ala He Leu Leu Cys He 
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610 615 620 



Val lie Leu Leu Ala He Val Val Leu Tyr Val Ala Leu Arg Arg Gin 
625 630 635 640 



Lys Lys Lys His Thr Leu Met Thr Ser Lys Glu Asp He Arg Asp Asn 
645 650 655 



Val He His Tyr Asp Asp Glu Gly Gly Gly Glu Glu Asp Thr Gin Ala 
660 665 670 



Phe Asp He Gly Ala Leu Arg Asn Pro Lys Val He Glu Glu Asn Lys 
675 680 685 



He Arg Arg Asp He Lys Pro Asp Ser Leu Cys Leu Pro Arg Gin Arg 
690 695 700 



Pro Pro Met Glu Asp Asn Thr Asp He Arg Asp Phe He His Gin Arg 
705 710 715 720 



Leu Gin Glu Asn Asp Val Asp Pro Thr Ala Pro Pro He Asp Ser Leu 
725 " 730 " 735 



Ala Thr Tyr Ala Tyr Glu Gly Ser Gly Ser Val Ala Glu Ser Leu Ser 
740 745 750 



Ser He Asp Ser Leu Thr Thr Glu Ala Asp Gin Asp Tyr Asp Tyr Leu 
755 7 60 7 65 



Thr Asp Trp Gly Pro Arg Phe Lys Val Leu Ala Asp Met Phe Gly Glu 
770 775 780 



Glu Glu Ser Tyr Asn Pro Asp Lys Val Thr 
785 790 



<210> 3 

<211> 799 

<212> PRT 

<213> Homo sapiens 

<400> 3 

Met Pro Glu Arg Leu Ala Glu Met Leu Leu Asp Leu Trp Thr Pro Leu 
15 10 15 



He He Leu Trp He Thr Leu Pro Pro Cys lie Tyr Met Ala Pro Met 
20 25 30 



70 

Asn Gin Ser Gin Val Leu Met Ser Gly Ser Pro Leu Glu Leu Asn Ser 
35 40 45 



Leu Gly Glu Glu Gin Arg lie Leu Asn Arg Ser Lys Arg Gly Trp Val 
50 55 60 



Trp Asn Gin Met Phe Val Leu Glu Glu Phe Ser Gly Pro Glu Pro lie 
65 70 75 80 



Leu Val Gly Arg Leu His Thr Asp Leu Asp Pro Gly Ser Lys Lys lie 
85 90 95 



Lys Tyr lie Leu Ser Gly Asp Gly Ala Gly Thr lie Phe Gin lie Asn 
100 105 110 



Asp Val Thr Gly Asp lie His Ala lie Lys Arg Leu Asp Arg Glu Glu 
115 120 125 



Lys Ala Glu Tyr Thr Leu Thr Ala Gin Ala Val Asp Trp Glu Thr Ser 
130 135 140 



Lys Pro Leu Glu Pro Pro Ser Glu Phe lie lie Lys Val Gin Asp lie 
145 150 155 ' 160 



Asn Asp Asn Ala Pro Glu Phe Leu Asn Gly Pro Tyr His Ala Thr Val 
165 170 175 



Pro Glu Met Ser lie Leu Gly Thr Ser Val Thr Asn Val Thr Ala Thr 
180 185 190 



Asp Ala Asp Asp Pro Val Tyr Gly Asn Ser Ala Lys Leu Val Tyr Ser 
195 200 ~ 205 



lie Leu Glu Gly Gin Pro Tyr Phe Ser lie Glu Pro Glu Thr Ala lie 
210 215 220 



lie Lys Thr Ala Leu Pro Asn Met Asp Arg Glu Ala Lys Glu Glu Tyr 
225 230 235 240 



Leu Val Val lie Gin Ala Lys Asp Met Gly Gly His Ser Gly Gly Leu 
245 250 255 



Ser Gly Thr Thr Thr Leu Thr Val Thr Leu Thr Asp Val Asn Asp Asn 
260 265 270 



Pro Pro Lys Phe Ala Gin Ser Leu Tyr His Phe Ser Val Pro Glu Asp 
275 280 285 



Val Val Leu Gly Thr Ala He Gly Arg Val Lys Ala Asn Asp Gin Asp 
290 295 300 
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lie Gly Glu Asn Ala Gin Ser Ser Tyr Asp lie lie Asp Gly Asp Gly 
305 310 315 320 



Thr Ala Leu Phe Glu lie Thr Ser Asp Ala Gin Ala Gin Asp Gly lie 
325 330 335 



lie Arg Leu Arg Lys Pro Leu Asp Phe Glu Thr Lys Lys Ser Tyr Thr 
340 345 350 



Leu Lys Val Glu Ala Ala Asn Val His lie Asp Pro Arg Phe Ser Gly 
355 360 365 



Arg Gly Pro Phe Lys Asp Thr Ala Thr Val Lys lie Val Val Glu Asp 
370 375 380 



Ala Asp Glu Pro Pro Val Phe Ser Ser Pro Thr Tyr Leu Leu Glu Val 
385 390 395 400 



His Glu Asn Ala Ala Leu Asn Ser Val lie Gly Gin Val Thr Ala Arg 
405 410 415 



Asp Pro Asp lie Thr Ser Ser Pro lie Arg Phe Ser lie Asp Arg His 
420 425 430 



Thr Asp Leu Glu Arq Gin Phe Asn Hp Asn Ala Asp Asp Gly Lys Tie 
435 440 445 



Thr Leu Ala Thr Pro Leu Asp Arg Glu Leu Ser Val Trp His Asn He 
450 455 460 



Thr lie He Ala Thr Glu He Arg Asn His Ser Gin He Ser Arg Val 
465 470 475 480 



Pro Val Ala He Lys Val Leu Asp Val Asn Asp Asn Ala Pro Glu Phe 
485 490 495 



Ala Ser Glu Tyr Glu Ala Phe Leu Cys Glu Asn Gly Lys Pro Gly Gin 
500 505 ~ " 510 



Val He Gin Thr Val Ser Ala Met Asp Lys Asp Asp Pro Lys Asn Gly 
515 520 525 



His Tyr Phe Leu Tyr Ser Leu Leu Pro Glu Met Val Asn Asn Pro Asn 
530 535 540 



Phe Thr He Lys Lys Asn Glu Asp Asn Ser Leu Ser He Leu Ala Lys 
545 550 555 560 



His Asn Gly Phe Asn Arg Gin Lys Gin Glu Val Tyr Leu Leu Pro He 
565 570 " 575 
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lie lie Ser Asp Ser Gly Asn Pro Pro Leu Ser Ser Thr Ser Thr Leu 
580 585 590 



Thr lie Arg Val Cys Gly Cys Ser Asn Asp Gly Val Val Gin Ser Cys 
595 600 605 



Asn Val Glu Ala Tyr Val Leu Pro He Gly Leu Ser Met Gly Ala Leu 
610 615 620 



He Ala He Leu Ala Cys lie He Leu Leu Leu Val He Val Val Leu 
625 630 635 640 



Phe Val Thr Leu Arg Arg His Lys Asn Glu Pro Leu lie He Lys Asp 
645 650 655 



Asp Glu Asp Val Arg Glu Asn lie lie Arg Tyr Asp Asp Glu Gly Gly 
660 665 670 



Gly Glu Glu Asp Thr Glu Ala Phe Asp lie Ala Thr Leu Gin Asn Pro 
675 680 685 



Asp Gly lie Asn Gly Phe Leu Pro Arg Lys Asp lie Lys Pro Asp Leu 
690 695 700 



Gin Phe Met Pro Arg Gin Gly Leu Ala Pro Val Pro Asn Gly Val Asp 
705 710 715 720 



Val Asp Glu Phe lie Asn Val Arg Leu His Glu Ala Asp Asn Asp Pro 
725 730 735 



Thr Ala Pro Pro Tyr Asp Ser lie Gin lie Tyr Gly Tyr Glu Gly Arg 
740 745 750 



Gly Ser Val Ala Gly Ser Leu Ser Ser Leu Glu Ser Thr Thr Ser Asp 
755 760 765 



Ser Asp Gin Asn Phe Asp Tyr Leu Ser Asp Trp Gly Pro Arg Phe Lys 
770 775 780 



Arg Leu Gly Glu Leu Tyr Ser Val Gly Glu Ser Asp Lys Glu Thr 
785 790 795 



<210> 4 
<211> 796 
<212> PRT 



<213> Homo sapiens 
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<400> 4 

Met Lys Glu Asn Tyr Cys Leu Gin Ala Ala Leu Val Cys Leu Gly Met 
15 10 15 



Leu Cys His Ser His Ala Phe Ala Pro Glu Arg Arg Gly His Leu Arg 
20 25 30 



Pro Ser Phe His Gly His His Glu Lys Gly Lys Glu Gly Gin Val Leu 
35 40 45 



Gin Arg Ser Lys Arg Gly Trp Val Trp Asn Gin Phe Phe Val lie Glu 
50 55 60 



Glu Tyr Thr Gly Pro Asp Pro Val Leu Val Gly Arg Leu His Ser Asp 
65 70 75 80 



lie Asp Ser Gly Asp Gly Asn lie Lys Tyr lie Leu Ser Gly Glu Gly 
85 90 95 



Ala Gly Thr lie Phe Val lie Asp Asp Lys Ser Gly Asn lie His Ala 
100 105 110 



Thr Lys Thr Leu Asp Arg Glu Glu Arg Ala Gin Tyr Thr Leu Met Ala 
115 120 125 



Gin Ala Val Asp Arg Asp Thr Asn Arg Pro Leu Glu Pro Pro Ser Glu 
130 135 140 



Phe lie Val Lys Val Gin Asp lie Asn Asp Asn Pro Pro Glu Phe Leu 
145 150 155 160 



His Glu Thr Tyr His Ala Asn Val Pro Glu Arg Ser Asn Val Gly Thr 
165 170 175 



Ser Val lie Gin Val Thr Ala Ser Asp Ala Asp Asp Pro Thr Tyr Gly 
180 185 190 



Asn Ser Ala Lys Leu Val Tyr Ser lie Leu Glu Gly Gin Pro Tyr Phe 
195 200 205 



Ser Val Glu Ala Gin Thr Gly lie lie Arg Thr Ala Leu Pro Asn Met 
210 215 220 



Asp Arg Glu Ala Lys Glu Glu Tyr His Val Val lie Gin Ala Lys Asp 
225 230 235 240 



Met Gly Gly His Met Gly Gly Leu Ser Gly Thr Thr Lys Val Thr lie 
245 250 255 



74 

Thr Leu Thr Asp Val Asn Asp Asn Pro Pro Lys Phe Pro Gin Arg Leu 
260 265 270 



Tyr Gin Met Ser Val Ser Glu Ala Ala Val Pro Gly Glu Glu Val Gly 
275 280 285 



Arg Val Lys Ala Lys Asp Pro Asp lie Gly Glu Asn Gly Leu Val Thr 
290 295 300 



Tyr Asn lie Val Asp Gly Asp Gly Met Glu Ser Phe Glu lie Thr Thr 
305 310 315 320 



Asp Tyr Glu Thr Gin Glu Gly Val lie Lys Leu Lys Lys Pro Val Asp 
325 330 335 



Phe Glu Thr Glu Arg Ala Tyr Ser Leu Lys Val Glu Ala Ala Asn Val 
340 345 350 



His lie Asp Pro Lys Phe lie Ser Asn Gly Pro Phe Lys Asp Thr Val 
355 360 365 



Thr Val Lys lie Ser Val Glu Asp Ala Asp Glu Pro Pro Met Phe Leu 
370 375 380 



Ala Pro Ser Tyr lie His Glu Val Gin Glu Asn Ala Ala Ala Gly Thr 

IOC -i r\r\ -i o r- » a n 



Val Val Gly Arg Val His Ala Lys Asp Pro Asp Ala Ala Asn Ser Pro 
405 410 415 



lie Arg Tyr Ser lie Asp Arg His Thr Asp Leu Asp Arg Phe Phe Thr 
420 425 ' 430 



lie Asn Pro Glu Asp Gly Phe lie Lys Thr Thr Lys Pro Leu Asp Arg 
435 440 ' 445 



Glu Glu Thr Ala Trp Leu Asn lie Thr Val Phe Ala Ala Glu lie His 
450 455 460 



Asn Arg His Gin Glu Ala Gin Val Pro Val Ala lie Arg Val Leu Asp 
465 470 475 480 



Val Asn Asp Asn Ala Pro Lys Phe Ala Ala Pro Tyr Glu Gly Phe lie 
485 490 495 



Cys Glu Ser Asp Gin Thr Lys Pro Leu Ser Asn Gin Pro lie Val Thr 
500 505 510 



lie Ser Ala Asp Asp Lys Asp Asp Thr Ala Asn Gly Pro Arg Phe lie 
515 520 525 
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Phe Ser Leu Pro Pro Glu He He His Asn Pro Asn Phe Thr Val Arg 
530 535 540 



545 



550 555 



Asp Asn Arg Asp Asn Thr Ala Gly Val Tyr Ala Arg Arg Gly Gly Phe 
Ser Arg Gin Lys Gin Asp Leu Tyr Leu Leu Pro He Val He Ser Asp 



565 " 570 

Gly Gly He Pro Pro Met Ser Ser Thr Asn Thr Leu Thr He Lys Val 
580 585 

Cys Gly Cys Asp Val Asn Gly Ala Leu Leu Ser Cys Asn Ala Glu Ala 
595 600 605 



Tyr lie Leu Asn Ala Gly Leu Ser Thr Gly Ala Leu He Ala He Leu 
610 615 620 

Ala Cys He Val He Leu Leu Val He Val Val Leu Phe Val Thr Leu 
625 630 635 



Arg Arg Gin Lys Lys Glu Pro Leu lie Val Phe Glu Glu Glu Asp Val 
645 650 OSD 



Arg Glu Asn He He Thr Tyr Asp Asp uiu ox, 

660 665 670 

Thr Glu Ala Phe Asp He Ala Thr Leu Gin Asn Pro Asp Gly He Asn 
675 680 685 

Gly Phe He Pro Arg Lys Asp He Lys Pro Glu Tyr Gin Tyr Met Pro 
690 695 700 

Arg Pro Gly Leu Arg Pro Ala Pro Asn Ser Val Asp Val Asp Asp Phe 
705 "710 715 

lie Asn Thr Arg He Gin Glu Ala Asp Asn Asp Pro Thr Ala Pro Pro 
725 730 

Tyr Asp Ser He Gin He Tyr Gly Tyr Glu Gly Arg Gly Ser Val Ala 
740 745 ^ u 

Gly Ser Leu Ser Ser Leu Glu Ser Ala Thr Thr Asp Ser Asp Leu Asp 
755 760 7 65 

Tyr Asp Tyr Leu Gin Asn Trp Gly Pro Arg Phe Lys Lys Leu Ala Asp 



770 



Leu Tyr Gly Ser Lys Asp Thr Phe Asp Asp Asp Ser 
785 J 790 795 
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<210> 5 

<211> 784 

<212> PRT 

<213> Homo sapiens 

<400> 5 

Met Gin Arg Leu Met Met Leu Leu Ala Thr Ser Gly Ala Cys Leu Gly 
15 10 15 

Leu Leu Ala Val Ala Ala Val Ala Ala Ala Gly Ala Asn Pro Ala Gin 
20 25 30 

Arg Asp Thr His Ser Leu Leu Pro Thr His Arg Arg Gin Lys Arg Asp 
35 40 45 

Trp He Trp Asn Gin Met His He Asp Glu Glu Lys Asn Thr Ser Leu 
50 55 60 

Pro His His Val Gly Lys He Lys Ser Ser Val Ser Arg Lys Asn Ala 
65 70 75 80 

Lys Tyr Leu Leu Lys Gly Glu Tyr Val Gly Lys Val Phe Arg Val Asp 
85 90 95 

Ala Glu Thr Gly Asp Val Phe Ala He Glu Arg Leu Asp Arg Glu Asn 
100 105 HO 

He Ser Glu Tyr His Leu Thr Ala Val He Val Asp Lys Asp Thr Gly 
115 120 125 

Glu Asn Leu Glu Thr Pro Ser Ser Phe Thr He Lys Val His Asp Val 
130 135 140 

Asn Asp Asn Trp Pro Val Phe Thr His Arg Leu Phe Asn Ala Ser Val 
145 150 155 160 

Pro Glu Ser Ser Ala Val Gly Thr Ser Val He Ser Val Thr Ala Val 
165 170 175 

Asp Ala Asp Asp Pro Thr Val Gly Asp His Ala Ser Val Met Tyr Gin 
180 185 190 

He Leu Lys Gly Lys Glu Tyr Phe Ala He Asp Asn Ser Gly Arg He 
195 ' 200 205 



He Thr He Thr Lys Ser Leu Asp Arg Glu Lys Gin Ala Arg Tyr Glu 
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210 215 220 



lie Val Val Glu Ala Arg Asp Ala Gin Gly Leu Arg Gly Asp Ser Gly 
225 230 235 240 



Thr Ala Thr Val Leu Val Thr Leu Gin Asp lie Asn Asp Asn Phe Pro 
245 250 255 



Phe Phe Thr Gin Thr Lys Tyr Thr Phe Val Val Pro Glu Asp Thr Arg 
260 265 270 



Val Gly Thr Ser Val Gly Ser Leu Phe Val Glu Asp Pro Asp Glu Pro 
275 280 285 



Gin Asn Arg Met Thr Lys Tyr Ser lie Leu Arg Gly Asp Tyr Gin Asp 
290 295 300 



Ala Phe Thr lie Glu Thr Asn Pro Ala His Asn Glu Gly lie lie Lys 
305 310 315 ^ 320 



Pro Met Lys Pro Leu Asp Tyr Glu Tyr lie Gin Gin Tyr Ser Phe lie 
325 330 335 



Val Glu Ala Thr Asp Pro Thr lie Asp Leu Arg Tyr Met Ser Pro Pro 
340 345 ' 350 



Ala Gly Asn Arg Ala Gin Val lie He Asn He Thr Asp Val Asp Glu 
355 360 365 



Pro Pro He Phe Gin Gin Pro Phe Tyr His Phe Gin Leu Lys Glu Asn 
370 375 380 



Gin Lys Lys Pro Leu He Gly Thr Val Leu Ala Met Asp Pro Asp Ala 
385 390 395 400 



Ala Arg His Ser He Gly Tyr Ser He Arg Arg Thr Ser Asp Lys Gly 
4 05 410 " 415 



Gin Phe Phe Arg Val Thr Lys Lys Gly Asp He Tyr Asn Glu Lys Glu 
420 425 430 



Leu Asp Arg Glu Val Tyr Pro Trp Tyr Asn Leu Thr Val Glu Ala Lys 
435 440 445 



Glu Leu Asp Ser Thr Gly Thr Pro Thr Gly Lys Glu Ser He Val Gin 
450 455 460 



Val His He Glu Val Leu Asp Glu Asn Asp Asn Ala Pro Glu Phe Ala 
465 470 475 480 
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Lys Pro Tyr Gin Pro Lys Val Cys Glu Asn Ala Val His Gly Gin Leu 
485 490 495 



Val Leu Gin lie Ser Ala lie Asp Lys Asp lie Thr Pro Arg Asn Val 
500 505 510 



Lys Phe Lys Phe Thr Leu Asn Thr Glu Asn Asn Phe Thr Leu Thr Asp 
515 520 525 



Asn His Asp Asn Thr Ala Asn lie Thr Val Lys Tyr Gly Gin Phe Asp 
530 535 540 



Arg Glu His Thr Lys Val His Phe Leu Pro Val Val lie Ser Asp Asn 
545 550 555 560 



Gly Met Pro Ser Arg Thr Gly Thr Ser Thr Leu Thr Val Ala Val Cys 
565 570 575 



Lys Cys Asn Glu Gin Gly Glu Phe Thr Phe Cys Glu Asp Met Ala Ala 
580 585 " 590 



Gin Val Gly Val Ser lie Gin Ala Val Val Ala lie Leu Leu Cys lie 
595 600 605 



Leu Thr lie Thr Val Tie Thr Leu Leu lie Phe Leu Arg Arg Arg Leu 
610 615 620 



Arg Lys Gin Ala Arg Ala His Gly Lys Ser Val Pro Glu He His Glu 
625 630 635 640 



Gin Leu Val Thr Tyr Asp Glu Glu Gly Gly Gly Glu Met Asp Thr Thr 
645 650 ' 655 



Ser Tyr Asp Val Ser Val Leu Asn Ser Val Arg Arg Gly Gly Ala Lys 
660 665 670 



Pro Pro Arg Pro Ala Leu Asp Ala Arg Pro Ser Leu Tyr Ala Gin Val 
675 680 685 



Gin Lys Pro Pro Arg His Ala Pro Gly Ala His Gly Gly Pro Gly Glu 
690 695 700 



Met Ala Ala Met He Glu Val Lys Lys Asp Glu Ala Asp His Asp Gly 
705 710 715 720 



Asp Gly Pro Pro Tyr Asp Thr Leu His He Tyr Gly Tyr Glu Gly Ser 
725 730 735 



Glu Ser lie Ala Glu Ser Leu Ser Ser Leu Gly Thr Asp Ser Ser Asp 
740 745 750 
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Ser Asp Val Asp Tyr Asp Phe Leu Asn Asp Trp Gly Pro Arg Phe Lys 
755 760 765 



Met Leu Ala Glu Leu Tyr Gly Ser Asp Pro Arg Glu Glu Leu Leu Tyr 
770 775 780 



<210> 6 

<211> 829 

<212> PRT 

<213> Homo sapiens 

<400> 6 

Met Gly Leu Pro Arg Gly Pro Leu Ala Ser Leu Leu Leu Leu Gin Val 
15 10 15 



Cys Trp Leu Gin Cys Ala Ala Ser Glu Pro Cys Arg Ala Val Phe Arg 
20 25 30 



Glu Ala Glu Val Thr Leu Glu Ala Gly Gly Ala Glu Gin Glu Pro Gly 
35 40 45 



Gin Ala L.eu uly L.ys Val fhe Met <^iy Cys cjll> Gly Gin Glu Fru Ala 
50 55 60 



Leu Phe Ser Thr Asp Asn Asp Asp Phe Thr Val Arg Asn Gly Glu Thr 
65 70 75 80 



Val Gin Glu Arg Arg Ser Leu Lys Glu Arg Asn Pro Leu Lys lie Phe 
85 90 95 



Pro Ser Lys Arg lie Leu Arg Arg His Lys Arg Asp Trp Val Val Ala 
100 105 110 



Pro lie Ser Val Pro Glu Asn Gly Lys Gly Pro Phe Pro Gin Arg Leu 
115 120 125 



Asn Gin Leu Lys Ser Asn Lys Asp Arg Asp Thr Lys He Phe Tyr Ser 
130 135 140 



He Thr Gly Pro Gly Ala Asp Ser Pro Pro Glu Gly Val Phe Ala Val 
145 150 155 160 



Glu Lys Glu Thr Gly Trp Leu Leu Leu Asn Lys Pro Leu Asp Arg Glu 
165 170 17 5 



Glu lie Ala Lys Tyr Glu Leu Phe Gly His Ala Val Ser Glu Asn Gly 
180 185 190 
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Ala Ser Val Glu Asp Pro Met Asn lie Ser He He Val Thr Asp Gin 
195 200 205 



Asn Asp His Lys Pro Lys Phe Thr Gin Asp Thr Phe Arg Gly Ser Val 
210 215 220 



Leu Glu Gly Val Leu Pro Gly Thr Ser Val Met Gin Val Thr Ala Thr 
225 230 235 240 



Asp Glu Asp Asp Ala He Tyr Thr Tyr Asn Gly Val Val Ala Tyr Ser 
245 250 255 



He His Ser Gin Glu Pro Lys Asp Pro His Asp Leu Met Phe Thr He 
260 265 270 



His Arg Ser Thr Gly Thr He Ser Val He Ser Ser Gly Leu Asp Arg 
275 280 285 



Glu Lys Val Pro Glu Tyr Thr Leu Thr He Gin Ala Thr Asp Met Asp 
290 295 300 



Gly Asp Gly Ser Thr Thr Thr Ala Val Ala Val Val Glu He Leu Asp 
305 310 315 320 



Ala Asn Asp Asn Ala Pro Met Phe Asp Pro Gin Lys Tyr Glu Ala His 
325 330 335 



Val Pro Glu Asn Ala Val Gly His Glu Val Gin Arg Leu Thr Val Thr 
340 345 350 



Asp Leu Asp Ala Pro Asn Ser Pro Ala Trp Arg Ala Thr Tyr Leu He 
355 360 365 



Met Gly Gly Asp Asp Gly Asp His Phe Thr lie Thr Thr His Pro Glu 
370 375 380 



Ser Asn Gin Gly He Leu Thr Thr Arg Lys Gly Leu Asp Phe Glu Ala 
385 390 395 400 



Lys Asn Gin His Thr Leu Tyr Val Glu Val Thr Asn Glu Ala Pro Phe 
405 410 415 



Val Leu Lys Leu Pro Thr Ser Thr Ala Thr He Val Val His Val Glu 
420 425 430 



Asp Val Asn Glu Ala Pro Val Phe Val Pro Pro Ser Lys Val Val Glu 
435 440 445 



Val Gin Glu Gly He Pro Thr Gly Glu Pro Val Cys Val Tyr Thr Ala 
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450 455 460 

Glu Asp Pro Asp Lys Glu Asn Gin Lys He Ser Tyr Arg He Leu Arg 
465 470 475 480 

Asp Pro Ala Gly Trp Leu Ala Met Asp Pro Asp Ser Gly Gin Val Thr 
485 490 495 

Ala Val Gly Thr Leu Asp Arg Glu Asp Glu Gin Phe Val Arg Asn Asn 
500 505 510 

He Tyr Glu Val Met Val Leu Ala Met Asp Asn Gly Ser Pro Pro Thr 
515 520 525 

Thr Gly Thr Gly Thr Leu Leu Leu Thr Leu He Asp Val Asn Asp His 
530 535 540 

Gly Pro Val Pro Glu Pro Arg Gin He Thr He Cys Asn Gin Ser Pro 
545 550 555 560 

Val Arg His Val Leu Asn He Thr Asp Lys Asp Leu Ser Pro His Thr 
565 570 575 

Ser Pro Phe Gin Ala Gin Leu Thr Asp Asp Ser Asp He Tyr Trp Thr 
580 585 590 

Ala Glu Val Asn Glu Glu Gly Asp Thr Val Val Leu Ser Leu Lys Lys 
595 600 605 

Phe Leu Lys Gin Asp Thr Tyr Asp Val His Leu Ser Leu Ser Asp His 
610 615 620 

Gly Asn Lys Glu Gin Leu Thr Val He Arg Ala Thr Val Cys Asp Cys 
625 630 635 640 

His Gly His Val Glu Thr Cys Pro Gly Pro Trp Lys Gly Gly Phe He 
645 650 655 

Leu Pro Val Leu Gly Ala Val Leu Ala Leu Leu Phe Leu Leu Leu Val 
660 665 670 

Leu Leu Leu Leu Val Arg Lys Lys Arg Lys He Lys Glu Pro Leu Leu 
675 680 685 

Leu Pro Glu Asp Asp Thr Arg Asp Asn Val Phe Tyr Tyr Gly Glu Glu 
690 695 700 

Glv Gly Gly Glu Glu Asp Gin Asp Tyr Asp He Thr Gin Leu His Arg 
705 710 715 720 



82 



Gly Leu Glu Ala Arg Pro Glu Val Val Leu Arg Asn Asp Val Ala Pro 
725 730 

Thr He lie Pro Thr Pro Met Tyr Arg Pro Arg Pro Ala Asn Pro Asp 
740 745 /bU 

Glu lie Gly Asn Phe He He Glu Asn Leu Lys Ala Ala Asn Thr Asp 
755 7 ^0 765 

Pro Thr Ala Pro Pro Tyr Asp Thr Leu Leu Val Phe Asp Tyr Glu Gly 
770 7 ^ 780 

Ser Gly Ser Asp Ala Ala Ser Leu Ser Ser Leu Thr Ser Ser Ala Ser 
785 790 795 



Gin Asp Gin Asp Tyr Asp Tyr Leu Asn Glu Trp Gly Ser Arg Phe 
805 810 815 



Lys Lys Leu Ala Asp Met Tyr Gly Gly Gly Glu Asp Asp 
Y 820 825 



<210> 7 

<211> 882 

<212> PP.T 

<213> Homo sapiens 

<400> 7 

Met Gly Pro Trp Ser Arg Ser Leu Ser Ala Leu Leu Leu Leu Leu Gin 



10 



Val Ser Ser Trp Leu Cys Gin Glu Pro Glu Pro Cys His Pro Gly Phe 
20 25 30 

Asp Ala Glu Ser Tyr Thr Phe Thr Val Pro Arg Arg His Leu Glu Arg 
35 40 45 

Gly Arg Val Leu Gly Arg Val Asn Phe Glu Asp Cys Thr Gly Arg Gin 
50 55 60 

Arg Thr Ala Tyr Phe Ser Leu Asp Thr Arg Phe Lys Val Gly Thr Asp 
65 70 75 

Gly Val He Thr Val Lys Arg Pro Leu Arg Phe His Asn Pro Gin He 
85 90 95 

His Phe Leu Val Tyr Ala Trp Asp Ser Thr Tyr Arg Lys Phe Ser Thr 
100 105 110 
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Lys Val Thr Leu Asn Thr Val Gly His His His Arg Pro Pro Pro His 
115 120 125 

Gin Ala Ser Val Ser Gly He Gin Ala Glu Leu Leu Thr Phe Pro Asn 
130 135 140 

Ser Ser Pro Gly Leu Arg Arg Gin Lys Arg Asp Trp Val He Pro Pro 
145 ' 150 155 160 

He Ser Cys Pro Glu Asn Glu Lys Gly Pro Phe Pro Lys Asn Leu Val 
~ 165 170 175 

Gin He Lys Ser Asn Lys Asp Lys Glu Gly Lys Val Phe Tyr Ser He 
180 185 190 

Thr Gly Gin Gly Ala Asp Thr Pro Pro Val Gly Val Phe He He Glu 
195 200 205 

Arg Glu Thr Gly Trp Leu Lys Val Thr Glu Pro Leu Asp Arg Glu Arg 
210 215 220 

He Ala Thr Tyr Thr Leu Phe Ser His Ala Val Ser Ser Asn Gly Asn 
225 230 235 240 

Ala Val Glu Asp Pro Met Glu He Leu He Thr Val Thr Asp Gin Asn 
245 250 255 

Asp Asn Lys Pro Glu Phe Thr Gin Glu Val Phe Lys Gly Ser Val Met 
260 265 270 

Glu Gly Ala Leu Pro Gly Thr Ser Val Met Glu Val Thr Ala Thr Asp 
275 280 285 

Ala Asp Asp Asp Val Asn Thr Tyr Asn Ala Ala He Ala Tyr Thr He 
290 295 300 

Leu Ser Gin Asp Pro Glu Leu Pro Asp Lys Asn Met Phe Thr He Asn 
305 310 315 320 

Arg Asn Thr Gly Val He Ser Val Val Thr Thr Gly Leu Asp Arg Glu 
325 330 335 

Ser Phe Pro Thr Tyr Thr Leu Val Val Gin Ala Ala Asp Leu Gin Gly 
340 345 350 

Glu Gly Leu Ser Thr Thr Ala Thr Ala Val He Thr Val Thr Asp Thr 
355 360 365 

Asn Asp Asn Pro Pro He Phe Asn Pro Thr Thr Tyr Lys Gly Gin Val 
370 375 380 



84 



Pro Glu Asn Glu Ala Asn Val Val He Thr Thr Leu Lys Val Thr Asp 
385 390 395 400 

Ala Asp Ala Pro Asn Thr Pro Ala Trp Glu Ala Val Tyr Thr lie Leu 



405 



410 415 



Asn Asp Asp Gly Gly Gin Phe Val Val Thr Thr Asn Pro Val Asn Asn 
420 425 

Asp Gly He Leu Lys Thr Ala Lys Gly Leu Asp Phe Glu Ala Lys Gin 
435 440 445 

Gin Tyr He Leu His Val Ala Val Thr Asn Val Val Pro Phe Glu Val 
450 455 460 

Ser Leu Thr Thr Ser Thr Ala Thr Val Thr Val Asp Val Leu Asp Val 
465 470 475 480 

Asn Glu Ala Pro He Phe Val Pro Pro Glu Lys Arg Val Glu Val Ser 
485 490 495 

Glu Asp Phe Gly Val Gly Gin Glu He Thr Ser Tyr Thr Ala Gin Glu 
500 505 510 

Pro Asp Thr Phe Met Glu Gin Lys He Thr Tyr Arg He Trp Arg Asp 
515 520 525 

Thr Ala Asn Trp Leu Glu He Asn Pro Asp Thr Gly Ala He Ser Thr 
530 535 540 

Arg Ala Glu Leu Asp Arg Glu Asp Phe Glu His Val Lys Asn Ser Thr 
545 550 555 560 

Tyr Thr Ala Leu He He Ala Thr Asp Asn Gly Ser Pro Val Ala Thr 
565 570 575 

Gly Thr Gly Thr Leu Leu Leu He Leu Ser Asp Val Asn Asp Asn Ala 
580 585 590 

Pro He Pro Glu Pro Arg Thr He Phe Phe Cys Glu Arg Asn Pro Lys 
595 600 605 

Pro Gin Val He Asn He He Asp Ala Asp Leu Pro Pro Asn Thr Ser 
610 615 620 

Pro Phe Thr Ala Glu Leu Thr His Gly Ala Ser Ala Asn Trp Thr lie 
625 630 635 640 

Gin Tyr Asn Asp Pro Thr Gin Glu Ser He He Leu Lys Pro Lys Met 



645 



85 

650 



655 



Ala Leu Glu Val Gly Asp Tyr Lys He Asn Leu Lys Leu Met Asp Asn 
660 665 670 

Gin Asn Lys Asp Gin Val Thr Thr Leu Glu Val Ser Val Cys Asp Cys 
675 680 685 

Glu Gly Ala Ala Gly Val Cys Arg Lys Ala Gin Pro Val Glu Ala Gly 
690 695 "700 

Leu Gin He Pro Ala He Leu Gly He Leu Gly Gly He Leu Ala Leu 
705 710 715 720 

Leu He Leu He Leu Leu Leu Leu Leu Phe Leu Arg Arg Arg Ala Val 
725 730 735 

Val Lys Glu Pro Leu Leu Pro Pro Glu Asp Asp Thr Arg Asp Asn Val 
740 745 750 

Tvr Tvr Tyr Asp Glu Glu Gly Gly Gly Glu Glu Asp Gin Asp Phe Asp 
755 760 765 

Leu Ser Gin Leu His Arg Gly Leu Asp Ala Arg Pro Glu Val Thr Arg 
770 775 780 

Asn Asp Val Ala Pro Thr Leu Met Ser Val Pro Arg Tyr Leu Pro Arg 
785 790 795 800 

Pro Ala Asn Pro Asp Glu He Gly Asn Phe He Asp Glu Asn Leu Lys 
805 810 815 

Ala Ala Asp Thr Asp Pro Thr Ala Pro Pro Tyr Asp Ser Leu Leu Val 
820 825 830 

Phe Asp Tyr Glu Gly Ser Gly Ser Glu Ala Ala Ser Leu Ser Ser Leu 
835 840 845 

Asn Ser Ser Glu Ser Asp Lys Asp Gin Asp Tyr Asp Tyr Leu Asn Glu 
850 855 860 

Trp Gly Asn Arg Phe Lys Lys Leu Ala Asp Met Tyr Gly Gly Gly Glu 
865 870 875 880 



Asp Asp 



<210> 8 
<211> 900 



86 

<212> PRT 

<213> Homo sapiens 

<400> 8 

Met Cys Arg He Ala Gly Ala Leu Arg Thr Leu Leu Pro Leu Leu Leu 
1 5 10 1D 

Ala Leu Leu Gin Ala Ser Val Glu Ala Ser Gly Glu He Ala Leu Cys 
20 25 30 

Lys Thr Gly Phe Pro Glu Asp Val Tyr Ser Ala Val Leu Ser Lys Asp 
35 40 45 

Val His Glu Gly Gin Pro Leu Leu Asn Val Lys Phe Ser Asn Cys Asn 
50 ' 55 60 

Gly Lys Arg Lys Val Gin Tyr Glu Ser Ser Glu Pro Ala Asp Phe Lys 
65 ™ 75 

Val Asp Glu Asp Gly Met Val Tyr Ala Val Arg Ser Phe Pro Leu Ser 
85 90 95 

c_ «i„ wi* ai* T.vs Phe Leu He Tyr Ala Gin Asp Lys Glu Thr Gin 

^ ioo ' ios no 

Glu Lys Trp Gin Val Ala Val Lys Leu Ser Leu Lys Pro Thr Leu Thr 
115 I 20 125 

Glu Glu Ser Val Lys Glu Ser Ala Glu Val Glu Glu He Val Phe Pro 
130 135 I 40 

Arg Gin Phe Ser Lys His Ser Gly His Leu Gin Arg Gin Lys Arg Asp 
145 150 155 160 

Trp Val He Pro Pro lie Asn Leu Pro Glu Asn Ser Arg Gly Pro Phe 
165 1™ 175 

Pro Gin Glu Leu Val Arg He Arg Ser Asp Arg Asp Lys Asn Leu Ser 
180 185 I 90 

Leu Arg Tyr Ser Val Thr Gly Pro Gly Ala Asp Gin Pro Pro Thr Gly 
195 200 205 

He Phe lie He Asn Pro He Ser Gly Gin Leu Ser Val Thr Lys Pro 
2io 215 220 

Leu Asp Arg Glu Gin lie Ala Arg Phe His Leu Arg Ala His Ala Val 
225 230 235 " u 
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Asp He Asn Gly Asn Gin Val Glu Asn Pro He Asp He Val lie Asn 
245 250 255 

Val lie Asp Met Asn Asp Asn Arg Pro Glu Phe Leu His Gin Val Trp 
260 265 270 

Asn Gly Thr Val Pro Glu Gly Ser Lys Pro Gly Thr Tyr Val Met Thr 
275 280 285 

Val Thr Ala He Asp Ala Asp Asp Pro Asn Ala Leu Asn Gly Met Leu 
290 295 300 

Arg Tyr Arg He Val Ser Gin Ala Pro Ser Thr Pro Ser Pro Asn Met 
305 310 315 320 

Phe Thr lie Asn Asn Glu Thr Gly Asp He He Thr Val Ala Ala Gly 
325 330 335 

Leu Asp Arg Glu Lys Val Gin Gin Tyr Thr Leu He He Gin Ala Thr 
340 345 350 

Asp Met Glu Gly Asn Pro Thr Tyr Gly Leu Ser Asn Thr Ala Thr Ala 
355 360 365 

Val He Thr Val Thr Asp Val Asn Asp Asn Pro Pro Glu Phe Thr Ala 
370 375 380 

Met Thr Phe Tyr Gly Glu Val Pro Glu Asn Arg Val Asp He He Val 
385 390 395 400 

Ala Asn Leu Thr Val Thr Asp Lys Asp Gin Pro His Thr Pro Ala Trp 
405 410 415 

Asn Ala Val Tyr Arg He Ser Gly Gly Asp Pro Thr Gly Arg Phe Ala 
420 425 430 

He Gin Thr Asp Pro Asn Ser Asn Asp Gly Leu Val Thr Val Val Lys 
435 440 445 

Pro He Asp Phe Glu Thr Asn Arg Met Phe Val Leu Thr Val Ala Ala 
450 455 460 

Glu Asn Gin Val Pro Leu Ala Lys Gly He Gin His Pro Pro Gin Ser 
465 470 475 480 

Thr Ala Thr Val Ser Val Thr Val He Asp Val Asn Glu Asn Pro Tyr 
485 490 495 

Phe Ala Pro Asn Pro Lys He He Arg Gin Glu Glu Gly Leu His Ala 
500 505 510 



88 



Gly Thr Met Leu Thr Thr Phe Thr Ala Gin Asp Pro Asp Arg Tyr Met 
515 520 525 

Gin Gin Asn lie Arg Tyr Thr Lys Leu Ser Asp Pro Ala Asn Trp Leu 
530 535 540 

Lys lie Asp Pro Val Asn Gly Gin He Thr Thr He Ala Val Leu Asp 
545 550 555 560 

Arg Glu Ser Pro Asn Val Lys Asn Asn He Tyr Asn Ala Thr Phe Leu 
565 570 575 

Ala Ser Asp Asn Gly He Pro Pro Met Ser Gly Thr Gly Thr Leu Gin 
580 585 590 

He Tyr Leu Leu Asp He Asn Asp Asn Ala Pro Gin Val Leu Pro Gin 
595 600 605 

Glu Ala Glu Thr Cys Glu Thr Pro Asp Pro Asn Ser He Asn He Thr 
610 615 620 

Ala Leu Asp Tyr Asp He Asp Pro Asn Ala Gly Pro Phe Ala Phe Asp 
625 630 635 640 

Leu Pro Leu Ser Pro Val Thr He Lys Arg Asn Trp Thr He Thr Arg 
645 650 655 

Leu Asn Gly Asp Phe Ala Gin Leu Asn Leu Lys He Lys Phe Leu Glu 
660 665 670 

Ala Gly He Tyr Glu Val Pro He He He Thr Asp Ser Gly Asn Pro 
675 680 685 

Pro Lys Ser Asn He Ser He Leu Arg Val Lys Val Cys Gin Cys Asp 
690 695 700 

Ser Asn Gly Asp Cys Thr Asp Val Asp Arg He Val Gly Ala Gly Leu 
705 710 715 720 

Gly Thr Gly Ala He He Ala He Leu Leu Cys He He He Leu Leu 
725 "730 735 

He Leu Val Leu Met Phe Val Val Trp Met Lys Arg Arg Asp Lys Glu 
740 745 750 

Arg Gin Ala Lys Gin Leu Leu He Asp Pro Glu Asp Asp Val Arg Asp 
7 55 7 60 7 65 



Asn He Leu Lys Tyr Asp Glu Glu Gly Gly Gly Glu Glu Asp Gin Asp 



89 

775 



770 



Tyr Asp Leu Ser Gin Leu Gin Gin Pro Asp Thr Val Glu Pro Asp Ala 
785 ™° 795 

He Lys Pro Val Gly He Arg Arg Met Asp Glu Arg Pro lie His Ala 
805 81U 

Glu Pro Gin Tyr Pro Val Arg Ser Ala Ala Pro His Pro Gly Asp He 

820 82b 

Gly Asp Phe lie Asn Glu Gly Leu Lys Ala Ala Asp Asn Asp Pro Thr 
835 840 

Ala Pro Pro Tyr Asp Ser Leu Leu val Phe Asp Tyr Glu Gly Ser Gly 
850 855 

ser Thr Ala Gly Ser Leu Ser Ser Leu Asn Ser Ser Ser Ser Gly Gly 
865 875 

Glu Gin Asp Tyr Asp Tyr Leu Asn Asp Trp Gly Pro Arg Phe Lys Lys 
885 890 



Leu Ala Asp Met 
900 



<210> 9 

<211> 916 

<212> PRT 

<213> Homo sapiens 

<400> 9 

Met Thr Ala Gly Ala Gly Val Leu Leu Leu Leu Leu Ser Leu Ser Gly 
1 5 10 

Ala Leu Arg Ala His Asn Glu Asp Leu Thr Thr Arg Glu Thr Cys Lys 



20 



25 



Ala Gly Phe Ser Glu Asp Asp Tyr Thr Ala Leu He Ser Gin Asn He 
- - 40 qo 



35 



Leu Glu Gly Glu Lys Leu Leu Gin Val Lys Phe Ser Ser Cys Val Gly 
50 55 60 

Thr Lys Gly Thr Gin Tyr Glu Thr Asn Ser Met Asp Phe Lys Val Gly 
65 70 75 



90 

Ala Asp Gly Thr Val Phe Ala Thr Arg Glu Leu Gin Val Pro Ser Glu 
85 90 95 

Gin Val Ala Phe Thr Val Thr Ala Trp Asp Ser Gin Thr Ala Glu Lys 
100 105 HO 

Trp Asp Ala Val Val Arg Leu Leu Val Ala Gin Thr Ser Ser Pro His 
115 120 125 

Ser Gly His Lys Pro Gin Lys Gly Lys Lys Val Val Ala Leu Asp Pro 
130 135 l^O 

Ser Pro Pro Pro Lys Asp Thr Leu Leu Pro Trp Pro Gin His Gin Asn 
145 150 155 160 

Ala Asn Gly Leu Arg Arg Arg Lys Arg Asp Trp Val He Pro Pro He 
165 170 115 

Asn Val Pro Glu Asn Ser Arg Gly Pro Phe Pro Gin Gin Leu Val Arg 
180 185 190 

He Arg Ser Asp Lys Asp Asn Asp He Pro He Arg Tyr Ser He Thr 
195 200 205 

Gly Val Gly Ala Asp Gin Pro Pro Met Glu Val Phe Ser He Asn Ser 
210 215 220 

Met Ser Gly Arg Met Tyr Val Thr Arg Pro Met Asp Arg Glu Glu His 
225 ' 230 235 240 

Ala Ser Tyr His Leu Arg Ala His Ala Val Asp Met Asn Gly Asn Lys 
245 250 255 

Val Glu Asn Pro He Asp Leu Tyr He Tyr Val He Asp Met Asn Asp 
260 ~ 265 270 

Asn His Pro Glu Phe He Asn Gin Val Tyr Asn Cys Ser Val Asp Glu 
275 280 285 

Gly Ser Lys Pro Gly Thr Tyr Val Met Thr He Thr Ala Asn Asp Ala 
290 295 300 

Asp Asp Ser Thr Thr Ala Asn Gly Met Val Arg Tyr Arg He Val Thr 
305 310 315 320 

Gin Thr Pro Gin Ser Pro Ser Gin Asn Met Phe Thr He Asn Ser Glu 
325 330 335 

Thr Gly Asp He Val Thr Val Ala Ala Gly Trp Asp Arg Glu Lys Val 
340 345 350 



91 



Gin Gin Tyr Thr Val He Val Gin Ala Thr Asp Met Glu Gly Asn Leu 
355 360 365 

Asn Tyr Gly Leu Ser Asn Thr Ala Thr Ala He He Thr Val Thr Asp 
370 375 380 

Val Asn Asp Asn Pro Ser Glu Phe Thr Ala Ser Thr Phe Ala Gly Glu 
385 ' 390 395 400 

Val Pro Glu Asn Ser Val Glu Thr Val Val Ala Asn Leu Thr Val Met 
405 410 415 

Asp Arg Asp Gin Pro His Ser Pro Asn Trp Asn Ala Val Tyr Arg He 
420 425 430 



He Ser Gly Asp Pro Ser Gly His Phe Ser Val Arg Thr Asp Pro Val 
435 440 445 



Thr Asn Glu Gly Met Val Thr Val Val Lys Ala Val Asp Tyr Glu Leu 
450 455 460 



Asn Arg Ala Phe Met Leu Thr Val Met Val Ser Asn Gin Ala Pro Leu 
465 470 475 480 



Ala Ser Gly He Gin Met Ser Phe uln ser rhr Ala G±y Vai ms. lie 
485 490 495 



Ser He Met Asp He Asn Glu Ala Pro Tyr Phe Pro Ser Asn His Lys 
500 505 510 



Leu He Arg Leu Glu Glu Gly Val Pro Pro Gly Thr Val Leu Thr Thr 
515 520 525 



Phe Ser Ala Val Asp Pro Asp Arg Phe Met Gin Gin Ala Val Arg Tyr 

530 535 540 

Ser Lys Leu Ser Asp Pro Ala Ser Trp Leu His He Asn Ala Thr Asn 

545 550 555 560 



Gly Gin He Thr Thr Val Ala Val Leu Asp Arg Glu Ser Leu Tyr Thr 
565 570 575 



Lys Asn Asn Val Tyr Glu Ala Thr Phe Leu Ala Ala Asp Asn Gly He 
580 585 590 



Pro Pro Ala Ser Gly Thr Gly Thr Leu Gin He Tyr Leu He Asp He 
595 600 605 



Asn Asp Asn Ala Pro Glu Leu Leu Pro Lys Glu Ala Gin He Cys Glu 
610 615 620 
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Arg Pro Asn Leu Asn Ala lie Asn lie Thr Ala Ala Asp Ala Asp Val 
625 630 635 640 



His Pro Asn lie Gly Pro Tyr Val Phe Glu Leu Pro Phe Val Pro Ala 
645 650 655 



Ala Val Arg Lys Asn Trp Thr lie Thr Arg Leu Asn Gly Asp Tyr Ala 
660 665 670 



Gin Leu Ser Leu Arg lie Leu Tyr Leu Glu Ala Gly Met Tyr Asp Val 
675 680 685 



Pro lie lie Val Thr Asp Ser Gly Asn Pro Pro Leu Ser Asn Thr Ser 
690 695 700 



lie lie Lys Val Lys Val Cys Pro Cys Asp Asp Asn Gly Asp Cys Thr 
705 710 715 720 



Thr lie Gly Ala Val Ala Ala Ala Gly Leu Gly Thr Gly Ala lie Val 
725 730 735 



Ala lie Leu He Cys He Leu He Leu Leu Thr Met Val Leu Leu Phe 
740 745 750 



Val Met Trp Met Lys Arg Arg Glu Lys Glu Arg His Thr Lys Gin Leu 
755 760 765 



Leu He Asp Pro Glu Asp Asp Val Arg Glu Lys He Leu Lys Tyr Asp 
770 775 780 



Glu Glu Gly Gly Gly Glu Glu Asp Gin Asp Tyr Asp Leu Ser Gin Leu 
785 790 795 800 



Gin Gin Pro Glu Ala Met Gly His Val Pro Ser Lys Ala Pro Gly Val 
805 810 815 



Arg Arg Val Asp Glu Arg Pro Val Gly Pro Glu Pro Gin Tyr Pro He 
820 825 830 



Arg Pro Met Val Pro His Pro Gly Asp He Gly Asp Phe He Asn Glu 
835 840 845 



Gly Leu Arg Ala Ala Asp Asn Asp Pro Thr Ala Pro Pro Tyr Asp Ser 
850 855 860 



Leu Leu Val Phe Asp Tyr Glu Gly Ser Gly Ser Thr Ala Gly Ser Val 
865 870 875 880 



Ser Ser Leu Asn Ser Ser Ser Ser Gly Asp Gin Asp Tyr Asp Tyr Leu 
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885 890 895 



Asn Asp Trp Gly Pro Arg Phe Lys Lys Leu Ala Asp Met Tyr Gly Gly 
900 905 910 



Gly Glu Glu Asp 
915 



<210> 10 

<211> 814 

<212> PRT 

<213> Homo sapiens 

<400> 10 

Met Asp Ala Ala Phe Leu Leu Val Leu Gly Leu Leu Ala Gin Ser Leu 
15 10 15 



Cys Leu Ser Leu Gly Val Pro Gly Trp Arg Arg Pro Thr Thr Leu Tyr 
20 25 30 



Pro Trp Arg Arg Ala Pro Ala Leu Ser Arg Val Arg Arg Ala Trp Val 
35 40 45 



lie Pro Pro lie Ser Val Ser Glu Asn His Lys Arg Leu Pro Tyr Pro 
50 55 60 



Leu Val Gin lie Lys Ser Asp Lys Gin Gin Leu Gly Ser Val lie Tyr 
65 70 75 80 



Ser lie Gin Gly Pro Gly Val Asp Glu Glu Pro Arg Gly Val Phe Ser 
85 90 95 



lie Asp Lys Phe Thr Gly Lys Val Phe Leu Asn Ala Met Leu Asp Arg 
100 105 110 



Glu Lys Thr Asp Arg Phe Arg Leu Arg Ala Phe Ala Leu Asp Leu Gly 
115 120 125 



Gly Ser Thr Leu Glu Asp Pro Thr Asp Leu Glu lie Val Val Val Asp 
130 135 140 



Gin Asn Asp Asn Arg Pro Ala Phe Leu Gin Glu Ala Phe Thr Gly Arg 
145 150 155 160 



Val Leu Glu Gly Ala Val Pro Gly Thr Tyr Val Thr Arg Ala Glu Ala 
165 170 175 
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Thr Asp Ala Asp Asp Pro Glu Thr Asp Asn Ala Ala Leu Arg Phe Ser 
180 185 190 



lie Leu Gin Gin Gly Ser Pro Glu Leu Phe Ser lie Asp Glu Leu Thr 
195 200 205 



Gly Glu lie Arg Thr Val Gin Val Gly Leu Asp Arg Glu Val Val Ala 
210 215 220 



Val Tyr Asn Leu Thr Leu Gin Val Ala Asp Met Ser Gly Asp Gly Leu 
225 230 235 240 



Thr Ala Thr Ala Ser Ala lie lie Thr Leu Asp Asp lie Asn Asp Asn 
245 250 255 



Ala Pro Glu Phe Thr Arg Asp Glu Phe Phe Met Glu Ala lie Glu Ala 
260 265 270 



Val Ser Gly Val Asp Val Gly Arg Leu Glu Val Glu Asp Arg Asp Leu 
275 280 285 



Pro Gly Ser Pro Asn Trp Val Ala Arg Phe Thr lie Leu Glu Gly Asp 
290 295 300 



Pro Asp Gly Gin Phe Thr He Arg Thr Asp Pro Lys Thr Asn Glu Gly 
305 310 315 320 



Val Leu Ser He Val Lys Ala Leu Asp Tyr Glu Ser Cys Glu His Tyr 
325 330 335 



Glu Leu Lys Val Ser Val Gin Asn Glu Ala Pro Leu Gin Ala Ala Ala 
340 345 350 



Leu Arg Ala Glu Arg Gly Gin Ala Lys Val Arg Val His Val Gin Asp 
355 360 365 



Thr Asn Glu Pro Pro Val Phe Gin Glu Asn Pro Leu Arg Thr Ser Leu 
370 375 380 



Ala Glu Gly Ala Pro Pro Gly Thr Leu Val Ala Thr Phe Ser Ala Arg 
385 390 395 400 



Asp Pro Asp Thr Glu Gin Leu Gin Arg Leu Ser Tyr Ser Lys Asp Tyr 
405 410 415 



Asp Pro Glu Asp Trp Leu Gin Val Asp Ala Ala Thr Gly Arg lie Gin 
420 425 430 



Thr Gin His Val Leu Ser Pro Ala Ser Pro Phe Leu Lys Gly Gly Trp 
435 440 445 
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Tyr Arg Ala lie Val Leu Ala Gin Asp Asp Ala Ser Gin Pro Arg Thr 
450 455 460 

Ala Thr Gly Thr Leu Ser He Glu He Leu Glu Val Asn Asp His Ala 
465 470 475 

Pro Val Leu Ala Pro Pro Pro Pro Gly Ser Leu Cys Ser Glu Pro His 
485 490 495 

Gin Gly Pro Gly Leu Leu Leu Gly Ala Thr Asp Glu Asp Leu Pro Pro 
500 505 510 

His Gly Ala Pro Phe His Phe Gin Leu Ser Pro Arg Leu Pro Glu Leu 
515 520 525 

Gly Arg Asn Trp Ser Leu Ser Gin Val Asn Val Ser His Ala Arg Leu 
530 * 535 540 

Arg Pro Arg His Gin Val Pro Glu Gly Leu His Arg Leu Ser Leu Leu 
545 550 555 560 

Leu Arg Asp Ser Gly Gin Pro Pro Gin Gin Arg Glu Gin Pro Leu Asn 
565 570 575 

Val Thr val Cys Arg Cys Gly Lys Asp Gly Val Cys Leu Pro Gly Ala 
580 585 590 

Ala Ala Leu Leu Ala Gly Gly Thr Gly Leu Ser Leu Gly Ala Leu Val 
595 600 605 

He Val Leu Ala Ser Ala Leu Leu Leu Leu Val Leu Val Leu Leu Val 
610 615 620 

Ala Leu Arg Ala Arg Phe Trp Lys Gin Ser Arg Gly Lys Gly Leu Leu 
625 630 635 640 

His Gly Pro Gin Asp Asp Leu Arg Asp Asn Val Leu Asn Tyr Asp Glu 
6 45 650 655 

Gin Gly Gly Gly Glu Glu Asp Gin Asp Ala Tyr Asp He Ser Gin Leu 
660 665 670 

Arq His Pro Thr Ala Leu Ser Leu Pro Leu Gly Pro Pro Pro Leu Arg 
675 680 685 

Arg Asp Ala Pro Gin Gly Arg Leu His Pro Gin Pro Pro Arg Val Leu 
690 695 700 

Thr Ser Pro Leu Asp He Ala Asp Phe He Asn Asp Gly Leu Glu 



Pro 

705 -710 



715 7 20 
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Ala Ala Asp Ser Asp Pro Ser Val Pro Pro Tyr Asp Thr Ala Leu He 
725 730 735 

Tyr Asp Tyr Glu Gly Asp Gly Ser Val Ala Gly Thr Leu Ser Ser He 
740 745 750 

Leu Ser Ser Gin Gly Asp Glu Asp Gin Asp Tyr Asp Tyr Leu Arg Asp 
755 760 765 

Trp Gly Pro Arg Phe Ala Arg Leu Ala Asp Met Tyr Gly His Pro Cys 
* 770 775 780 

Gly Leu Glu Tyr Gly Ala Arg Trp Asp His Gin Ala Arg Glu Gly Leu 
785 790 795 800 

Ser Pro Gly Ala Leu Leu Pro Arg His Arg Gly Arg Thr Ala 
805 810 



<210> 11 

<211> 3205 

<212> DNA 

<21 3> Homo sapiens 

aaaggggcaa gagctgagcg gaacaccggc ccgccgtcgc ggcagctgct tcacccctct 
ctctgcagcc atggggctcc ctcgtggacc tctcgcgtct ctcctccttc tccaggtttg 
ctggctgcag tgcgcggcct ccgagccgtg ccgggcggtc ttcagggagg ctgaagtgac 
cttggaggcg ggaggcgcgg agcaggagcc cggccaggcg ctggggaaag tattcatggg 
ctgccctggg caagagccag ctctgtttag cactgataat gatgacttca ctgtgcggaa 
tggcgagaca gtccaggaaa gaaggtcact gaaggaaagg aatccattga agatcttccc 
atccaaacgt atcttacgaa gacacaagag agattgggtg gttgctccaa tatctgtccc 
tgaaaatggc aagggtccct tcccccagag actgaatcag ctcaagtcta ataaagatag 
agacaccaag attttctaca gcatcacggg gccgggggca gacagccccc ctgagggtgt 
cttcgctgta gagaaggaga caggctggtt gttgttgaat aagccactgg accgggagga 
gattgccaag tatgagctct ttggccacgc tgtgtcagag aatggtgcct cagtggagga 
ccccatgaac atctccatca tcgtgaccga ccagaatgac cacaagccca agtttaccca 
ggacaccttc cgagggagtg tcttagaggg agtcctacca ggtacttctg tgatgcaggt 
gacagccacg gatgaggatg atgccatcta cacctacaat ggggtggttg cttactccat 
ccatagccaa gaaccaaagg acccacacga cctcatgttc accattcacc ggagcacagg 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
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caccatcagc gtcatctcca gtggcctgga ccgggaaaaa gtccctgagt acacactgac 
catccaggcc acagacatgg atggggacgg ctccaccacc acggcagtgg cagtagtgga 
gatccttgat gccaatgaca atgctcccat gtttgaccoc cagaagtacg aggcccatgt 
gcctgagaat gcagtgggcc atgaggtgca gaggctgacg gtcactgatc tggacgcccc 
caactcacca gcgtggcgtg ccacctacct tatcatgggc ggtgacgacg gggaccattt 
taccatcacc acccaccctg agagcaacca gggcatcctg acaaccagga agggtttgga 
ttttgaggcc aaaaaccagc acaccctgta cgttgaagtg accaacgagg ccccttttgt 
gctgaagctc ccaacctcca cagccaccat agtggtccac gtggaggatg tgaatgaggc 
acctgtgttt gtcccaccct ccaaagtcgt tgaggtcoag gagggcatcc ccactgggga 
gcctgtgtgt gtctacactg cagaagaccc tgacaaggag aatcaaaaga tcagctaccg 
catcctgaga gacccagcag ggtggctagc catggaccca gacagtgggc aggtcacagc 
tgtgggcacc ctcgaccgtg aggatgagca gtttgtgagg aacaacatct atgaagtcat 
ggtcttggcc atggacaatg gaagccctcc caccactggc acgggaaccc ttctgctaac 
actgattgat gtcaatgacc atggcccagt occtgagccc cgtcagatca ccatctgcaa 
ccaaagccct gtgcgccagg tgctgaacat cacggacaag gacctgtctc cccacaoctc 
ccctttccag gcccagctoa cagatgactc agacatctac tggacggcag aggtcaacga 

.„ ntnn tr.t tatccctgaa gaagttcctg aagoaggata catatgacgt 

gcacctttct ctgtctgacc atggcaacaa agagcagctg acggtgatca gggccactgt 
gtgcgactgc catggccatg tcgaaacctg ccctggaccc tggaagggag gtttcatcct 
ccctgtgctg ggggctgtcc tggctctgct gttcctcctg ctggtgctgc ttttgttggt 
gagaaagaag cggaagatca aggagcccct cctactccca gaagatgaca cccgtgacaa 
cgtcttctac tatggcgaag aggggggtgg cgaagaggac caggactatg acatcaccca 
gctccaccga ggtctggagg ccaggccgga ggtggttctc cgcaatgacg tggcaccaac 
catcatcccg acacccatgt accgtcctcg gccagccaac ccagatgaaa tcggcaactt 
tataattgag aacctgaagg cggctaacac agaccccaca gccccgccct acgacaccct 
cttggtgttc gactatgagg gcagcggctc cgacgccgcg tccctgagct ccctcacctc 
ctccgcctcc gaccaagacc aagattacga ttatctgaac gagtggggca gccgcttcaa 
gaagctggca gacatgtacg gtggcgggga ggacgactag gcggcctgcc tgcagggctg 
gggaccaaac gtcaggccac agagcatctc caaggggtct cagttccccc ttcagctgag 
gacttcggag cttgtcagga agtggccgta gcaacttggc ggagacaggc tatgagtctg 
acgttagagt ggttgcttcc ttagcctttc aggatggagg aatgtgggca gtttgacttc 
agcactgaaa acctctccac ctgggccagg gttgcctcag aggccaagtt tccagaagcc 
tcttacctgc cgtaaaatgc tcaaccctgt gtcctgggcc tgggcctgct gtgactgacc 
tacagtggac tttctctctg gaatggaacc ttcttaggcc tcctggtgca acttaatttt 



960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
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tttttttaat gctatcttca aaacgttaga gaaagttctt caaaagtgca gcccagagct 3000 

gctgggccca ctggccgtcc tgcatttctg gtttccagac cccaatgcct cccattcgga 3060 

tggatctctg cgtttttata ctgagtgtgc ctaggttgcc ccttattttt tattttccct 3120 

gttgcgttgc tatagatgaa gggtgaggac aatcgtgtat atgtactaga acttttttat 3180 
taaagaaact tttcccagaa aaaaa 

<210> 12 

<211> 4758 

<212> DNA 

<213> Homo sapiens 



3205 



<400> 12 

ggcccgaccc gaccgcaccc ggcgcctgcc ctcgctcggc gtccccggcc agccatgggc 
ccttggagcc gcagcctctc ggcgctgctg ctgctgctgc aggtctcctc ttggctctgc 
caggagccgg agccctgcca ccctggcttt gacgccgaga gctacacgtt cacggtgccc 
cggcgccacc tggagagagg ccgcgtcctg ggcagagtga attttgaaga ttgcaccggt 
cgacaaagga cagcctattt ttccctcgac acccgattca aagtgggcac agatggtgtg 
attacagtca aaaggcctct acggtttcat aacccacaga tccatttctt ggtctacgcc 
tgggactcca cctacagaaa gttttccacc aaagtcacgc tgaatacagt ggggcaccac 
caccgccccc cgccccatca ggcctccgtt tctggaatcc aagcagaatt gctcacattt 
cccaactcct ctcctggcct cagaagacag aagagagact gggttattcc tcccatcagc 
tgcccagaaa atgaaaaagg cccatttcct aaaaacctgg ttcagatcaa atccaacaaa 
gacaaagaag gcaaggtttt ctacagcatc actggccaag gagctgacac accccctgtt 
ggtgtcttta ttattgaaag agaaacagga tggctgaagg tgacagagcc tctggataga 
gaacgcattg ccacatacac tctcttctct cacgctgtgt catccaacgg gaatgcagtt 
gaggatccaa tggagatttt gatcacggta accgatcaga atgacaacaa gcccgaattc 
acccaggagg tctttaaggg gtctgtcatg gaaggtgctc ttccaggaac ctctgtgatg 
gaggtcacag ccacagacgc ggacgatgat gtgaacacct acaatgccgc catcgcttac 
accatcctca gccaagatcc tgagctccct gacaaaaata tgttcaccat taacaggaac 
acaggagtca tcagtgtggt caccactggg ctggaccgag agagtttccc tacgtatacc 
ctggtggttc aagctgctga ccttcaaggt gaggggttaa gcacaacagc aacagctgtg 
atcacagtca ctgacaccaa cgataatcct ccgatcttca atcccaccac gtacaagggt 
caggtgcctg agaacgaggc taacgtcgta atcaccacac tgaaagtgac tgatgctgat 
gcccccaata ccccagcgtg ggaggctgta tacaccatat tgaatgatga tggtggacaa 1320 



60 
120 
180 
240 
300 
3 60 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
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tttgtcgtca ccacaaatcc agtgaacaac gatggcattt tgaaaacagc aaagggcttg 
gattttgagg ccaagcagca gtacattcta cacgtagcag tgacgaatgt ggtacctttt 
gaggtctctc tcaccacctc cacagccacc gtcaccgtgg atgtgctgga tgtgaatgaa 
gcccccatct ttgtgcctcc tgaaaagaga gtggaagtgt ccgaggactt tggcgtgggc 
caggaaatca catcctacac tgcccaggag ccagacacat ttatggaaca gaaaataaca 
tatcggattt ggagagacac tgccaactgg ctggagatta atccggacac tggtgccatt 
tccactcggg ctgagctgga cagggaggat tttgagcacg tgaagaacag cacgtacaca 
gccctaatca tagctacaga caatggttct ccagttgcta ctggaacagg gacacttctg 
ctgatcctgt ctgatgtgaa tgacaacgcc cccataccag aacctcgaac tatattcttc 
tgtgagagga atccaaagcc tcaggtcata aacatcattg atgcagacct tcctcccaat 
acatctccct tcacagcaga actaacacac ggggcgagtg ccaactggac cattcagtac 
aacgacccaa cccaagaatc tatcattttg aagccaaaga tggccttaga ggtgggtgac 
tacaaaatca atctcaagct catggataac cagaataaag accaagtgac caccttagag 
gtcagcgtgt gtgactgtga aggggccgcc ggcgtctgta ggaaggcaca gcctgtcgaa 
gcaggattgc aaattcctgc cattctgggg attcttggag gaattcttgc tttgctaatt 
ctgattctgc tgctcttgct gtttcttcgg aggagagcgg tggtcaaaga gcccttactg 
cccccagagg atgacacccg qgacaacgtt tattactatg atgaagaagg aggcggagaa 
gaggaccagg actttgactt gagccagctg cacaggggcc tggacgctcg gcctgaagtg 
actcgtaacg acgttgcacc aaccctcatg agtgtccccc ggtatcttcc ccgccctgcc 
aatcccgatg aaattggaaa ttttattgat gaaaatctga aagcggctga tactgacccc 
acagccccgc cttatgattc tctgctcgtg tttgactatg aaggaagcgg ttccgaagct 
gctagtctga gctccctgaa ctcctcagag tcagacaaag accaggacta tgactacttg 
aacgaatggg gcaatcgctt caagaagctg gctgacatgt acggaggcgg cgaggacgac 
taggggactc gagagaggcg ggccccagac ccatgtgctg ggaaatgcag aaatcacgtt 
gctggtggtt tttcagctcc cttcccttga gatgagtttc tggggaaaaa aaagagactg 
gttagtgatg cagttagtat agctttatac tctctccact ttatagctct aataagtttg 
tgttagaaaa gtttcgactt atttcttaaa gctttttttt ttttcccatc actctttaca 
tggtggtgat gtccaaaaga tacccaaatt ttaatattcc agaagaacaa ctttagcatc 
agaaggttca cccagcacct tgcagatttt cttaaggaat tttgtctcac ttttaaaaag 
aaggggagaa gtcagctact ctagttctgt tgttttgtgt atataatttt ttaaaaaaaa 
tttgtgtgct tctgctcatt actacactgg tgtgtccctc tgcctttttt ttttttttta 
agacagggtc tcattctatc ggccaggctg gagtgcagtg gtgcaatcac agctcactgc 
agccttgtcc tcccaggctc aagctatcct tgcacctcag cctcccaagt agctgggacc 
acaggcatgc accactacgc atgactaatt ttttaaatat ttgagacggg gtctccctgt 



1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 



3420 
3480 



3600 
3660 
3720 



4020 
4080 
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gttacccagg ctggtctcaa actcctgggc tcaagtgatc ctcccatctt ggcctcccag 
agtattggga ttacagacat gagccactgc acctgcccag ctccccaact ccctgccatt 
ttttaagaga cagtttcgct ccatcgccca ggcctgggat gcagtgatgt gatcatagct 3540 
cactgtaacc tcaaactctg gggctcaagc agttctccca ccagcctcct ttttattttt 
ttgtacagat ggggtcttgc tatgttgccc aagctggtct taaactcctg gcctcaagca 
atccttctgc cttggccccc caaagtgctg ggattgtggg catgagctgc tgtgcccagc 
ctccatgttt taatatcaac tctcactcct gaattcagtt gctttgccca agataggagt 3780 
tctctgatgc agaaattatt gggctctttt agggtaagaa gtttgtgtct ttgtctggcc 3840 
acatcttgac taggtattgt ctactctgaa gacctttaat ggcttccctc tttcatctcc 3900 
tgagtatgta acttgcaatg ggcagctatc cagtgacttg ttctgagtaa gtgtgttcat 3960 
taatgtttat ttagctctga agcaagagtg atatactcca ggacttagaa tagtgcctaa 
agtgctgcag ccaaagacag agcggaacta tgaaaagtgg gcttggagat ggcaggagag 
cttgtcattg agcctggcaa tttagcaaac tgatgctgag gatgattgag gtgggtctac 4140 
ctcatctctg aaaattctgg aaggaatgga ggagtctcaa catgtgtttc tgacacaaga 4200 
tccgtggttt gtactcaaag cccagaatcc ccaagtgcct gcttttgatg atgtctacag 
aaaatgctgg ctgagctgaa cacatttgcc caattccagg tgtgcacaga aaaccgagaa 
tattcaaaat tccaaatttt ttcttaggag caagaagaaa atgtggccct aaagggggtt 
agttgagggg tagggggtag tgaggatctt gatttggatc tctttttatt taaatgtgaa 
tttcaacttt tgacaatcaa agaaaagact tttgttgaaa tagctttact gtttctcaag 
tgttttggag aaaaaaatca accctgcaat cactttttgg aattgtcttg atttttcggc 
agttcaagct atatcgaata tagttctgtg tagagaatgt cactgtagtt ttgagtgtat 
acatgtgtgg gtgctgataa ttgtgtattt tctttggggg tggaaaagga aaacaattca 4 680 
agctgagaaa agtattctca aagatgcatt tttataaatt ttattaaaca attttgttaa 4740 
accataaaaa aaaaaaaa 

<210> 13 

<211> 4122 

<212> DNA 

<213> Homo sapiens 



4260 
4320 
4380 
4440 
4500 
4560 
4620 



4758 



<400> 13 

tttgtcatca gctcgctctc cattggcggg 
aggggagggg aagggaaggg ggtggaaact 
gtgctgccgc tgcctcctcc tcctccgccg 



gagcggagag cagcgaagaa gggggtgggg 
gcctggagcc gtttctccgc gccgctgttg 
ccgccgccgc cgccgccgcc tcctccggct 
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cttcgctcgg 


cccctctccg 


cctccatgtg 


ccggatagcg 


ggagcgctgc 


ggaccctgct 


240 


gccgctgctg 


gcggccctgc 


ttcaggcgtc 


tgtagaggct 


tctggtgaaa 


tcgcattatg 


300 


caagactgga 


tttcctgaag 


atgtttacag 


tgcagtctta 


tcgaaggatg 


tgcatgaagg 


360 


acagcctctt 


ctcaatgtga 


agtttagcaa 


ctgcaatgga 


aaaagaaaag 


tacaatatga 


420 


gagcagtgag 


cctgcagatt 


ttaaggtgga 


tgaagatggc 


atggtgtatg 


ccgtgagaag 


480 


ctttccactc 


tcttctgagc 


atgccaagtt 


cctgatatat 


gcccaagaca 


aagagaccca 


540 


ggaaaagtgg 


caagtggcag 


taaaattgag 


cctgaagcca 


accttaactg 


aggagtcagt 


600 


gaaggagtca 


gcagaagttg 


aagaaatagt 


gttcccaaga 


caattcagta 


agcacagtgg 


660 


ccacctacaa 


aggcagaaga 


gagactgggt 


catccctcca 


atcaacttgc 


cagaaaactc 


720 


caggggacct 


tttcctcaag 


agcttgtcag 


gatcaggtct 


gatagagata 


aaaacctttc 


780 


actgcggtac 


agtgtaactg 


ggccaggagc 


tgaccagcct 


ccaactggta 


tcttcattat 


840 


caaccccatc 


tcgggtcagc 


tgtcggtgac 


aaagcccctg 


gatcgcgagc 


agatagcccg 


900 


gtttcatttg 


agggcacatg 


cagtagatat 


taatggaaat 


caagtggaga 


accccattga 


960 


cattgtcatc 


aatgttattg 


acatgaatga 


caacagacct 


gagttcttac 


accaggtttg 


1020 


gaatgggaca 


gttcctgagg 


gatcaaagcc 


tggaacatat 


gtgatgaccg 


taacagcaat 


1080 


tgatgctgac 


gatcccaatg 


ccctcaatgg 


gatgttgagg 


tacagaatcg 


tgtctcaggc 


1140 


tccaagcacc 


ccttcaccca 


acatgtttac 


aatcaacaat 


gagactggtg 


acatcatcac 


1200 


agtggcagct 


ggacttgatc 


gagaaaaagt 


gcaacagtat 


acgttaataa 


ttcaagctac 


1260 


agacatggaa 


ggcaatccca 


catatggcct 


ttcaaacaca 


gccacggccg 


tcatcacagt 


1320 


gacagatgtc 


aatgacaatc 


ctccagagtt 


tactgccatg 


acgttttatg 


gtgaagttcc 


1380 


tgagaacagg 


gtagacatca 


tagtagctaa 


tctaactgtg 


accgataagg 


atcaacccca 


1440 


tacaccagcc 


tggaacgcag 


tgtacagaat 


cagtggcgga 


gatcctactg 


gacggttcgc 


1500 


catccagacc 


gacccaaaca 


gcaacgacgg 


gttagtcacc 


gtggtcaaac 


caatcgactt 


1560 


tgaaacaaat 


aggatgtttg 


tccttactgt 


tgctgcagaa 


aatcaagtgc 


cattagccaa 


1620 


gggaattcag 


cacccgcctc 


agtcaactgc 


aaccgtgtct 


gttacagtta 


ttgacgtaaa 


1680 


tgaaaaccct 


tattttgccc 


ccaatcctaa 


gatcattcgc 


caagaagaag 


ggcttcatgc 


1740 


cggtaccatg 


ttgacaacat 


tcactgctca 


ggacccagat 


cgatatatgc 


agcaaaatat 


1800 


tagatacact 


aaattatctg 


atcctgccaa 


ttggctaaaa 


atagatcctg 


tgaatggaca 


1860 


aataactaca 


attgctgttt 


tggaccgaga 


atcaccaaat 


gtgaaaaaca 


atatatataa 


1920 


tgctactttc 


cttgcttctg 


acaatggaat 


t cctcctatg 


aotacraacaa 


gaacgctgca 


1980 


gatctattta 


cttgatatta 


atgacaatgc 


ccctcaagtg 


ttacctcaag 


aggcagagac 


2040 


ttgcgaaact 


ccagacccca 


attcaattaa 


tattacagca 


cttgattatg 


acattgatcc 


2100 


aaatgctgga 


ccatttgctt 


ttgatcttcc 


tttatctcca 


gtgactatta 


agagaaattg 


2160 


gaccatcact 


cggcttaatg 


gtgattttgc 


tcagcttaat 


ttaaagataa 


aatttcttga 


2220 
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agctggtatc tatgaagttc ccatcataat cacagattcg ggtaatcctc ccaaatcaaa 
tatttccatc ctgcgcgtga aggtttgcca gtgtgactcc aacggggact gcacagatgt 
ggacaggatt gtgggtgcgg ggcttggcac cggtgccatc attgccatcc tgctctgcat 
catcatcctg cttatccttg tgctgatgtt tgtggtatgg atgaaacgcc gggataaaga 
acgccaggcc aaacaacttt taattgatcc agaagatgat gtaagagata atattttaaa 
atatgatgaa gaaggtggag gagaagaaga ccaggactat gacttgagcc agctgcagca 
gcctgacact gtggagcctg atgccatcaa gcctgtggga atccgacgaa tggatgaaag 
acccatccac gctgagcccc agtatccggt ccgatctgca gccccacacc ctggagacat 
tggggacttc attaatgagg gccttaaagc ggctgacaat gaccccacag ctccaccata 
tgactccctg ttagtgtttg actatgaagg cagtggctcc actgctgggt ccttgagctc 
ccttaattcc tcaagtagtg gtggtgagca ggactatgat tacctgaacg actgggggcc 
acggttcaag aaacttgctg acatgtatgg tggaggtgat gactgaactt cagggtgaac 
ttggtttttg gacaagtaca aacaatttca actgatattc ccaaaaagca ttcagaagct 
aggctttaac tttgtagtct actagcacag tgcttgctgg aggctttggc ataggctgca 
aaccaatttg ggctcagagg gaatatcagt gatccatact gtttggaaaa acactgagct 
cagttacact tgaattttac agtacagaag cactgggatt ttatgtgcct ttttgtacct 
ttttcagatt ggaattagtt ttctgtttaa ggctttaatg gtactgattt ctydddcgat 
aagtaaaaga caaaatattt tgtggtggga gcagtaagtt aaaccatgat atgcttcaac 
acgcttttgt tacattgcat ttgcttttat taaaatacaa aattaaacaa acaaaaaaac 
tcatggagcg attttattat cttgggggat gagaccatga gattggaaaa tgtacattac 
ttctagtttt agactttagt ttgttttttt tttttcacta aaatcttaaa acttactcag 
ctggttgcaa ataaagggag ttttcatatc accaatttgt agcaaaattg aattttttca 
taaactagaa tgttagacac attttggtct taatccatgt acactttttt atttctgtat 
ttttccactt cactgtaaaa atagtatgtg tacataatgt tttattggca tagtctatgg 
agaagtgcag aaacttcaga acatgtgtat gtattatttg gactatggat tcaggttttt 
tgcatgttta tatctttcgt tatggataaa gtatttacaa aacagtgaca tttgattcaa 
ttgttgagct gtagttagaa tactcaattt ttaatttttt taattttttt attttttatt 
ttctttttgg tttggggagg gagaaaagtt cttagcacaa atgttttaca taatttgtac 
caaaaaaaaa aaaaaggaaa ggaaagaaag gggtggcctg acactggtgg cactactaag 
tgtgtgtttt ttaaaaaaaa aaatggaaaa aaaaaagctt ttaaactgga gagacttctg 
acaacagctt tgcctctgta ttgtgtacca gaatataaat gatacacctc tgaccccagc 
gttctgaata aaatgctaat tttggaaaaa aaaaaaaaaa aa 



2280 

2340 

2400 

2460 

2520 

2580 

2640 

2700 

2760 

2820 
2880 
2940 
3000 
3060 
3120 
3180 

o o a n 

3300 

3360 

3420 

3480 

3540 

3600 

3660 

3720 

3780 

3840 

3900 

3960 

4020 

4080 
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<210> 14 
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<211> 3063 

<212> DNA 

<213> Homo sapiens 



<400> 14 



cgccggcggg 


gaagatgacc 


gcgggcgccg 


gcgtgctcct 


tctgctgctc 


tcgctctccg 


60 


gcgcgctccg 


ggcccataat 


gaggatctta 


caactagaga 


gacctgcaag 


gctgggttct 


120 


ctgaagatga 


ttacacggca 


ttaatctccc 


aaaatattct 


agaaggggaa 


aagctacttc 


180 


aagtcaagtt 


cagcagctgt 


gtggggacca 


aggggacaca 


atatgagacc 


aacagcatgg 


240 


acttcaaagt 


tggggcagat 


gggacagtct 


tcgccacccg 


ggagctgcag 


gtcccctccg 


300 


agcaggtggc 


gttcacggtg 


actgcatggg 


acagccagac 


agcagagaaa 


tgggacgccg 


360 


tggtgcggtt 


gctggtggcc 


cagacctcgt 


ccccgcactc 


tggacacaag 


ccgcagaaag 


420 


gaaagaaggt 


cgtggctctg 


gacccctctc 


cgcctccgaa 


ggacaccctg 


ctgccgtggc 


480 


cccagcacca 


gaacgccaac 


gggctgaggc 


ggcgcaaacg 


ggactgggtc 


atcccgccca 


540 


tcaacgtgcc 


cgagaactcg 


cgcgggccct 


tcccgcagca 


gctcgtgagg 


atccggtccg 


600 


acaaagacaa 


tgacatcccc 


atccggtaca 


gcatcacggg 


agtgggcgcc 


gaccagcccc 


660 


ccatggaggt 


cttcagcatt 


gactccatgt 


ccggccggat 


gtacgtcaca 


aggcccatgg 


720 


accgggagga 


gcacgcctct 


taccacctcc 


gagcccacgc 


tgtggacatg 


aatggcaaca 


780 


aggtggagaa 


ccccatcgac 


ctgtacatct 


acgtcatcga 


catgaatgac 


aaccgccctg 


840 


agttcatcaa 


ccaggtctac 


aacggctccg 


tggacgaggg 


ctccaagcca 


ggcacctacg 


900 


tgatgaccgt 


cacggccaac 


gatgctgacg 


acagcaccac 


ggccaacggg 


atggtgcggt 


960 


accggatcgt 


gacccagacc 


ccacagagcc 


cgtcccagaa 


tatgttcacc 


atcaacagcg 


1020 


agactggaga 


tatcgtcaca 


gtggcggctg 


gcctggaccg 


agagaaagtt 


cagcagtaca 


1080 


cagtcatcgt 


tcaggccaca 


gatatggaag 


gaaatctcaa 


ctatggcctc 


tcaaacacag 


1140 




f at rar cr a t cr 


acaa at" at" cr a 


atoacaaccc 


gccagaattt 


accgccagca 


1200 


cgtttgcagg 


ggaggtcccc 


gaaaaccgcg 


tggagaccgt 


ggtcgcaaac 


ctcacggtga 


1260 


tggaccgaga 


tcagccccac 


tctccaaact 


ggaatgccgt 


ttaccgcatc 


atcagtgggg 


1320 


atccatccgg 


gcacttcagc 


gtccgcacag 


accccgtaac 


caacgagggc 


atggtcaccg 


1380 


tggtgaaggc 


agtcgactac 


gagctcaaca 


gagctttcat 


gctgacagtg 


atggtgtcca 


1440 


accaggcgcc 


cctggccagc 


ggaatccaga 


tgtccttcca 


gtccacggca 


ggggtgacca 


1500 


tctccatcat 


ggacatcaac 


gaggctccct 


acttcccctc 


aaaccacaag 


ctgatccgcc 


1560 


tggaggaggg 


cgtgcccccc 


ggcaccgtgc 


tgaccacgtt 


ttcagctgtg 


gaccctgacc 


1620 


ggttcatgca 


gcaggctgtg 


agatactcaa 


agctgtcaga 


cccagcgagc 


tggctgcaca 


1680 


tcaatgccac 


caacggccag 


atcaccacgg 


cggcagtgct 


ggaccgtgag 


tccctctaca 


1740 
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ccaaaaacaa cgtctacgag gccaccttcc tggcagctga caatgggata cccccggcca 1800 

gcggcaccgg gaccctccag atctatctca ttgacatcaa cgacaacgcc cctgagctgc 1860 

tgcccaagga ggcgcagatc tgcgagaagc ccaacctgaa cgccatcaac atcacggcgg 1920 

ccgacgctga cgtcgacccc aacatcggcc cctacgtctt cgagctgccc tttgtcccgg 1980 

cggccgtgcg gaagaactgg accatcaccc gcctgaacgg tgactatgcc caactcagct 2040 

tgcgcatcct gtacctggag gccgggatgt atgacgtccc catcatcgtc acagactctg 2100 

gaaaccctcc cctgtccaac acgtccatca tcaaagtcaa ggtgtgccca tgtgatgaca 2160 

acggggactg caccaccatt ggcgcagtgg cagcggctgg tctgggcacc ggtgccatcg 2220 

tggccatcct catctgcatc ctcatcctgc tgaccatggt cctgctgttt gtcatgtgga 2280 

tgaagcggcg agagaaggag cgccacacga agcagctgct cattgacccc gaggacgacg 2340 

tccgcgacaa catcctcaag tatgacgagg aaggcggtgg cgaggaggac caggactacg 2400 

acctcagcca gctgcagcag ccggaagcca tggggcacgt gccaagcaaa gcccctggcg 24 60 

tgcgtcgcgt ggatgagcgg ccggtgggcg ctgagcccca gtacccgatc aggcccatgg 2520 

tgccgcaccc aggcgacatc ggtgacttca tcaatgaggg actccgcgct gctgacaacg 2580 

accccacggc acccccctat gactccctgc tggtcttcga ctacgagggg agcggctcca 2640 

ccgcaggctc cgtcagctcc ctgaactcat ccagttccgg ggaccaagac tacgattacc 2700 

LcddcydcLy y yyy cuuay <a. L tcaag aagc tggcggacat gtatggaggt ggtgaagagg 27 60 

attgactgac ctcgcatctt cggaccgaag tgagagccgt gctcggacgc cggaggagca 2820 

ggactgagca gaggcggccg gtcttcccga ctccctgcgg ctgtgtcctt agtgctgtta 2880 

ggaggccccc caatccccac gttgagctgt ctagcatgag cacccacccc cacagcgccc 2940 

tgcacccggc cgctgcccag caccgcgctg gctggcactg aaggacagca agaggcactc 3000 

tgtcttcact tgaatttcct agaacagaag cactgttttt aaaaaaaaaa aaaaaaaaag 3060 

aag 3063 

<210> 15 

<211> 2833 

<212> DNA 

<213> Homo sapiens 

<400> 15 

acttgcgctg tcactcagcc tggacgcgct tcttcgggtc gcgggtgcac tccggcccgg 60 

ctcccgcctc ggccccgatg gacgccgcgt tcctcctcgt cctcgggctg ttggcccaga 120 

gcctctgcct gtctttgggg gttcctggat ggaggaggcc caccaccctg tacccctggc 180 

gccgggcgcc tgccctgagc cgcgtgcgga gggcctgggt catccccccg atcagcgtat 240 
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ccgagaacca caagcgtctc ccctaccccc tggttcagat caagtcggac aagcagcagc 
tgggcagcgt catctacagc atccagggac ccggcgtgga tgaggagccc cggggcgtct 
tctctatcga caagttcaca gggaaggtct tcctcaatgc catgctggac cgcgagaaga 
ctgatcgctt caggctaaga gcgtttgccc tggacctggg aggatccacc ctggaggacc 
ccacggacct ggagattgta gttgtggatc agaatgacaa ccggccagcc ttcctgcagg 
aggcgttcac tggccgcgtg ctggagggtg cagtcccagg cacctatgtg accagggcag 
aggccacaga tgccgacgac cccgagacgg acaacgcagc gctgcggttc tccatcctgc 
agcagggcag ccccgagctc ttcagcatcg acgagctcac aggagagatc cgcacagtgc 
aagtggggct ggaccgcgag gtggtcgcgg tgtacaatct gaccctgcag gtggcggaca 
tgtctggaga cggcctcaca gccactgcct cagccatcat cacccttgat gacatcaatg 
acaatgcccc cgagttcacc agggatgagt tcttcatgga ggccatagag gccgtcagcg 
gagtggatgt gggacgcctg gaagtggagg acagggacct gccaggctcc ccaaactggg 
tggccaggtt caccatcctg gaaggcgacc ccgatgggca gttcaccatc cgcacggacc 
ccaagaccaa cgagggtgtt ctgtccattg tgaaggccct ggactatgag agctgtgaac 
actacgaact caaagtgtcg gtgcagaatg aggccccgct gcaggcggct gcccttaggg 
ctgagcgggg ccaggccaag gtccgcgtgc atgtgcagga caccaacgag ccccccgtgt 
tccaggagaa cccacttcgg accagcctag cagagggggc acccccaggc actctggtgg 
ccaccttctc tgcccgggac cctgacacag agcagctgca gaggctcagc tactccaagg 
actacgaccc ggaagactgg ctgcaagtgg acgcagccac tggccggatc cagacccagc 
acgtgctcag cccggcgtcc cccttcctca agggcggctg gtacagagcc atcgtcctgg 
cccaggatga cgcctcccag ccccgcaccg ccaccggcac cctgtccatc gagatcctgg 
aggtgaacga ccatgcacct gtgctggccc cgccgccgcc gggcagcctg tgcagcgagc 
cacaccaagg cccaggcctc ctcctgggcg ccacggatga ggacctgccc ccccacgggg 
cccccttcca cttccagctg agccccaggc tcccagagct cggccggaac tggagcctca 
gccaggtcaa cgtgagccac gcgcgcctgc ggccgcgaca ccaggtcccc gaaggcctgc 
accgcctcag cctgctgctc cgggactcgg ggcagccgcc ccagcagcgc gagcagcctc 
tgaacgtgac cgtgtgccgc tgcggcaagg acggcgtctg cctgccgggg gccgcagcgc 
tgctggcggg gggcacaggc ctcagcctgg gcgcactggt catcgtgctg gccagcgccc 
tcctgctgct ggtgctggtc ctgctcgtgg cactccgggc gcggttctgg aagcagtctc 
ggggcaaggg gctgctgcac ggcccccagg acgaccttcg agacaatgtc ctcaactacg 
atgagcaagg aggcggggag gaggaccagg acgcctacga catcagccag ctgcgtcacc 
cgacagcgct gagcctgcct ctgggaccgc cgccacttcg cagagatgcc ccgcagggcc 
gcctgcaccc ccagccaccc cgagtgctgc ccaccagccc cctggacatc gccgacttca 
tcaatgatgg cttggaggct gcagatagtg accccagtgt gccgccttac gacacagccc 



300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
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tcatctatga 


ctacgagggt 


gacggctcgg 


tggcggggac 


gctgagctcc 


atcctgtcca 


2340 


gccagggcga 


tgaggaccag 


gactacgact 


acctcagaga 


ctgggggccc 


cgcttcgccc 


2400 


ggctggcaga 


catgtatggg 


cacccgtgcg 


ggttggagta 


cggggccaga 


tgggaccacc 


2460 


aggccaggga 


gggtctttct 


cctggggcac 


tgctacccag 


acacagaggc 


cggacagcct 


2520 


gaccctgggg 


cgcaactgga 


catgccactc 


cccggcctcg 


tggcagtgat 


ggcccctgca 


2580 


gaggcagcct 


gaggtcaccg 


ggcccgaccc 


ccctgggcct 


ggggcagcct 


ccttcctgta 


2640 


ggcgagggcc 


caagtctggg 


ggcagaacct 


gagtgtggat 


ggggcggcca 


ggaagaggcc 


2700 


ccttcctgcc 


ggggtgggaa 


gagtttctct 


ccatcggccc 


catgcgggtc 


acctccctag 


2760 


tcccaccttt 


gcctcctacc 


agtgaacctc 


atctttgtat 


gaaagacagc 


aacctcctgg 


2820 


gtaaatctga 


atg 










2833 



<210> 16 

<211> 4521 

<212> DNA 

<213> Homo sapiens 

<400> 16 

acttcattca cttgcaaatc agtgtgtgcc cacaayacjcc dycLcLcuuy ayCucgtaac CO 

cttcgcatcc caagagctgc agtttcagcc gcgacagcaa gaacggcaga gccggcgacc 120 

gcggcggcgg cggcggcgga ggcaggagca gcctgggcgg gtcgcagggt ctccgcgggc 180 

gcaggaaggc gagcagagat atcctctgag agccaagcaa agaacattaa ggaaggaagg 240 

aggaatgagg ctggatacgg tgcagtgaaa aaggcacttc caagagtggg gcactcacta 300 

cgcacagact cgacggtgcc atcagcatga gaacttaccg ctacttcttg ctgctctttt 360 

gggtgggcca gccctaccca actctctcaa ctccactatc aaagaggact agtggtttcc 420 

cagcaaagaa aagggccctg gagctctctg gaaacagcaa aaatgagctg aaccgttcaa 480 

aaaggagctg gatgtggaat cagttctttc tcctggagga atacacagga tccgattatc 540 

agtatgtggg caagttacat tcagaccagg atagaggaga tggatcactt aaatatatcc 600 

tttcaggaga tggagcagga gatctcttca ttattaatga aaacacaggc gacatacagg 660 

ccaccaagag gctggacagg gaagaaaaac ccgtttacat ccttcgagct caagctataa 720 

acagaaggac agggagaccc gtggagcccg agtctgaatt catcatcaag atccatgaca 780 

tcaatgacaa tgaaccaata ttcaccaagg aggtttacac agccactgtc cctgaaatgt 840 

ctgatgtcgg tacatttgtt gtccaagtca ctgcgacgga tgcagatgat ccaacatatg 900 

ggaacagtgc taaagttgtc tacagtattc tacagggaca gccctatttt tcagttgaat 960 

cagaaacagg tattatcaag acagctttgc tcaacatgga tcgagaaaac agggagcagt 1020 
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accaagtggt gattcaagcc aaggatatgg gcggccagat gggaggatta tctgggacca 1080 

ccaccgtgaa catcacactg actgatgtca acgacaaccc tccccgattc ccccagagta 1140 

cataccagtt taaaactcct gaatcttctc caccggggac accaattggc agaatcaaag 1200 

ccagcgacgc tgatgtggga gaaaatgctg aaattgagta cagcatcaca gacggtgagg 1260 

ggctggatat gtttgatgtc atcaccgacc aggaaaccca ggaagggatt ataactgtca 1320 

aaaagctctt ggactttgaa aagaagaaag tgtataccct taaagtggaa gcctccaatc 1380 

cttatgttga gccacgattt ctctacttgg ggcctttcaa agattcagcc acggttagaa 1440 

ttgtggtgga ggatgtagat gagccacctg tcttcagcaa actggcctac atcttacaaa 1500 

taagagaaga tgctcagata aacaccacaa taggctccgt cacagcccaa gatccagatg 1560 

ctgccaggaa tcctgtcaag tactctgtag atcgacacac agatatggac agaatattca 1620 

acattgattc tggaaatggt tcgattttta catcgaaact tcttgaccga gaaacactgc 1680 

tatggcacaa cattacagtg atagcaacag agatcaataa tccaaagcaa agtagtcgag 1740 

tacctctata tattaaagtt ctagatgtca atgacaacgc cccagaattt gctgagttct 1800 

atgaaacttt tgtctgtgaa aaagcaaagg cagatcagtt gattcagacc ctgcatgctg 1860 

ttgacaagga tgacccttat agtggacacc aattttcgtt ttccttggcc cctgaagcag 1920 

ccagtggctc aaactttacc attcaagaca acaaagacaa cacggcggga atcttaactc 1980 

ggaaaaatgg ctataataga cacgagatga gcacctatct cttgcctgtg gtcatttcag 2040 

acaacgacta cccagttcaa agcagcactg ggacagtgac tgtccgggtc tgtgcatgtg 2100 

accaccacgg gaacatgcaa tcctgccatg cggaggcgct catccacccc acgggactga 2160 

gcacgggggc tctggttgcc atccttctgt gcatcgtgat cctactagtg acagtggtgc 2220 

tgtttgcagc tctgaggcgg cagcgaaaaa aagagccttt gatcatttcc aaagaggaca 2280 

tcagagataa cattgtcagt tacaacgacg aaggtggtgg agaggaggac acccaggctt 2340 

ttgatatcgg caccctgagg aatcctgaag ccatagagga caacaaatta cgaagggaca 2400 

ttgtgcccga agcccttttc ctaccccgac ggactccaac agctcgcgac aacaccgatg 24 60 

tcagagattt cattaaccaa aggttaaagg aaaatgacac ggaccccact gccccgccat 2520 

acgactcctt ggccacttac gcctatgaag gcactggctc cgtggcggat tccctgagct 2580 

cgctggagtc agtgaccacg gatgcagatc aagactatga ttaccttagt gactggggac 2640 

ctcgattcaa aaagcttgca gatatgtatg gaggagtgga cagtgacaaa gactcctaat 2700 

ctgttgcctt tttcattttc caatacgaca ctgaaatatg tgaagtggct atttctttat 2760 

atttatccac tactccgtga aggcttctct gttctacccg ttccaaaagc caatggctgc 2820 

agtccgtgtg gatccaatgt tagagacttt tttctagtac acttttatga gcttccaagg 2880 

ggcaaatttt tattttttag tgcatccagt taaccaagtc agcccaacag gcaggtgccg 2940 

gaggggagga cagggaacag tatttccact tgttctcagg gcagcgtgcc cgcttccgct 3000 



gtcctggtgt 
caggctaatg 
tgagggcata 
gaatttaaaa 
tactattcaa 
aagcaaatta 
cactaactca 
ataaaggggg 
taaagttttg 
ctaatgtcaa 
ttgtctatag 
caataattca 
taaataaaac 
gaacctaata 
tttggataaa 
ttggaagagg 
agttgatttt 
cctgccatcc 
taatgtaaaa 
atccagagga 
cacgctgttc 
agcgtactat 
atatacttaa 
ttaattttct 
atattttctg 
agaagtaaag 



tttactacac 
ggataaagga 
tcggctcaca 
taacacttgc 
aacctcaaat 
aacggtaaca 
tagtttgtta 
agggaaatag 
gccaccacat 
aattgtttaa 
ttgtcagtat 
tattcttcat 
ttaaatctca 
ccctgccctt 
caacattgag 
aaaattggat 
caaaagcatt 
ttgactttga 
tccatccaat 
cccaactgaa 
taatggcact 
aatgaaaaca 
gaatatgctg 
acaaataatt 
tttggaaaca 
atggaaacgt 



tccatgtcag 
ctgtgcttta 
aagagataaa 
ccatgctatt 
ccacccatat 
tccaaaagca 
tatcctagac 
ctaataatgt 
gtatcacggg 
aaattcttga 
tattctacta 
atccttctta 
ctctaggagt 
gacatctgga 
attatgatga 
tcccttaaac 
aatttttttt 
actaatgata 
ctattatttc 
ctgaactaat 
tatcattaga 
tccttgtttt 
acttcactta 
ttagtgtcat 
cactgttgtt 
t 
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gtcagccaac 



aagataaaaa 
ctacataggg 
tgttcttcaa 
gttaaaattc 
accacaaacc 
tagacatgcg 
taaccaagga 
tcacttgaaa 
aagaattttc 
tactgtacat 
cacgactaag 
tcagtggaga 
aacctctaca 
aaacctacat 
aaaagtgttt 
cattgttttt 
aagtaatgat 
tctaattatg 
ccttctggca 
atcttacctt 
gaaaacctaa 
ttagtcttag 
ttccatttgg 
tagttaagtt 



tgccctaact 
tatcatcata 
gtgtttattt 
gaactttctc 
tcattactct 
tagtacgact 
aaagtttgcc 
aatatatttt 
ttctttcagc 
ctgagacaaa 
gaaagtagca 
ttgaattagt 
ggttagagcc 
tatttatata 
attccatgtt 
aagattgtaa 
aactttgctt 
ctcaaactat 
caattagcct 
gattcaaatc 
gtgcagtcat 
aagacaggct 
ggatttattt 
ggatattgtc 
ttaaataggt 



gtacatttca 
gtaaaagaaa 
gtgtcacaaa 
tgccatcaac 
taaggaatag 
tcattccttc 
tttgtaccat 
accatacatt 
tatcagtagg 
ttttaacttc 
gtgtgaagta 
aaagttagat 
agccacactt 
acgtgataca 
tggaagaccc 
ttaaaatgat 
tcatgaccat 
gacagaaaag 
catagttatt 
gtttatttca 
cagaaattcc 
ctgtatatat 
tcaattaata 
atatcagcac 
gtattaccca 



3060 

3120 

3180 

3240 

3300 

3360 

3420 

3480 

3540 

3600 

3660 

3720 

3780 

3840 

3900 

3960 

4020 

4080 

4140 

4200 

4260 

4320 

4380 

4440 

4500 

4521 



<210> 17 

<211> 2520 

<212> DNA 

<213> Homo sapiens 



<400> 17 

cggtggaggc cacagacacc tcaaacctgg attccacaat tctacgttaa gtgttggagt bu 
ttttattact ctgctgtagg aaagcctttg ccaatgctta caaggaactg tttatccctg 120 



180 



600 
660 
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cttctctggg ttctgtttga tggaggtctc ctaacaccac tacaaccaca gccacagcag 

actttagcca cagagccaag agaaaatgtt atccatctgc caggacaacg gtcacatttc 240 

caacgtgtta aacgtggctg ggtatggaat caattttttg tgctggaaga atacgtgggc 300 

tccgagcctc agtatgtggg aaagctccat tccgacttag acaagggaga gggcactgtg 360 

aaatacaccc tctcaggaga tggcgctggc accgttttta ccattgatga aaccacaggg 420 

gacattcatg caataaggag cctagataga gaagagaaac ctttctacac tcttcgtgct 480 

caggctgtgg acatagaaac cagaaagccc ctggagcctg aatcagaatt catcatcaaa 540 
gtgcaggata ttaatgataa tgagccaaag tttttggatg gaccttatgt tgctactgtt 
ccagaaatgt ctcctgtggg tgcatatgta ctccaggtca aggccacaga tgcagatgac 

ccgacctatg gaaacagtgc cagagtcgtt tacagcattc ttcagggaca accttatttc 720 

tctattgatc ccaagacagg tgttattaga acagctttgc caaacatgga cagagaagtc 780 
aaagaacaat atcaagtact catccaagcc aaggatatgg gaggacagct tggaggatta 
gccggaacaa caatagtcaa catcactctc accgatgtca atgacaatcc acctcgattc 
cccaaaagca tcttccactt gaaagttcct gagtcttccc ctattggttc agctattgga 

agaataagag ctgtggatcc tgattttgga caaaatgcag aaattgaata caatattgtt 1020 

ccaggagatg ggggaaattt gtttgacatc gtcacagatg aggatacaca agagggagtc 1080 

atcaaattga aaaagccttt agattttgaa acaaaydayy catacacttt caaagttgag 1140 

gcttccaacc ttcaccttga ccaccggttt cactcggcgg gccctttcaa agacacagct 1200 

acggtgaaga tcagcgtgct ggacgtagat gagccaccgg ttttcagcaa gccgctctac 1260 

accatggagg tttatgaaga cactccggta gggaccatca ttggcgctgt cactgctcaa 1320 

gacctggatg taggcagcgg tgctgttagg tacttcatag attggaagag tgatggggac 1380 

agctacttta caatagatgg aaatgaagga accatcgcca ctaatgaatt actagacaga 1440 

gaaagcactg cgcagtataa tttctccata attgcgagta aagttagtaa ccctttattg 1500 

accagcaaag tcaatatact gattaatgtc ttagatgtaa atgaatttcc tccagaaata 1560 

tctgtgccat atgagacagc cgtgtgtgaa aatgccaagc caggacagat aattcagata 1620 

gtcagtgctg cagaccgaga tctttcacct gctgggcaac aattctcctt tagattatca 1680 

cctgaggctg ctatcaaacc aaattttaca gttcgtgact tcagaaacaa cacagcgggg 1740 



840 
900 
960 



1800 
1860 



attgaaaccc gaagaaatgg atacagccgc aggcagcaag agttgtattt cctccctgtt 
gtaatagaag acagcagcta ccctgtccag agcagcacaa acacaatgac tattcgagtc 

tgtagatgtg actctgatgg caccatcctg tcttgtaatg tggaagcaat ttttctacct 1920 

gtaggactta gcactggggc gttgattgca attctactat gcattgttat actcttagcc 1980 

atagttgtac tgtatgtagc actgcgaagg cagaagaaaa agcacaccct gatgacctct 2040 

aaagaagaca tcagagacaa cgtcatccat tacgatgatg aaggaggtgg ggaggaagat 2100 



acccaggctt tcgacatcgg ggctctgaga 
cgcagggata taaaaccaga ctctctctgt 
aacacagaca taagggattt cattcatcaa 
gccccaccaa tcgattcact ggccacatat 
tccctcagct ctatagactc tctcaccaca 
gactggggac cccgctttaa agtcttggca 
cctgataaag tcacttaagg gagtcgtgga 

<210> 18 

<211> 2545 

<212> DNA 

<213> Homo sapiens 
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aacccaaaag tgattgagga gaacaaaatt 
ttacctcgtc agagaccacc catggaagat 
aggctacagg aaaatgatgt agatccaact 
gcctacgaag ggagtgggtc cgtggcagag 
gaagccgacc aggactatga ctatctgaca 
gacatgtttg gcgaagaaga gagttataac 
ggctaaaata caaccgagag gggagatttt 



<400> 18 

caggaaatgc tcttggatct ctggactcca 
tgcatttaca tggctccgat gaatcagtct 
ctaaacagtc tgggtgaaga acagcgaatt 
aatcaaatgt ttgtcctgga agagttttct 
cacacagacc tggatcctgg gagcaaaaaa 
gggaccatat ttcaaataaa tgatgtaact 
cgggaggaaa aggctgagta taccctaaca 
cctctggagc ctccttctga atttattatt 
gagtttctta atggacccta tcatgctact 
gtcactaacg tcactgcgac cgacgctgat 
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L y d L L LLLLL 




u u \ y ca ' VJ Ll 


y uc l* *vCiy y l l 


-f- o = pr o i" pr p I" p 
Laay a LyLLy 


rrrfnsrrplrfl" 
yLLyayLLy l 


d Lr y y L» LL/UU Cl 


ppppprrrrrrp rr 
L'LL'L'Lyyyay 


24 60 


yU^ULLJL,LLJ k_ 


a l Lay yuyy l 


Lyayy ulol l 


rfrrrfrfrrt" p p 
LLyyyL>L Ly y 


yyaLLLaaaw 


r~* r~* i~ pr p ^ p p 
ll>l>l Ly LayL 


2520 


^ * — ci y ^ v, k. 


Lay ucy LLciy 


y LdLLdLdy L 


L LLLdaddd L 


p p p =S p 4- p 3 p 4- 

y y Ldy Ly aL l 


L L L L d y LLLd 


2^80 

*J O \J 




l LL.y ***y y y l. l- 


p p o p a rf a p p H - 
LLdy dy dLL L 


La LLdy L L L L 


p p p o 4— o p p o o 

y y y a Ldy l d d 


dLLLLdy y L L 


7 64 0 




LLayyaa La L 


+- p -p p o p 4~ P a 

a L y LLay Lya 


LyaLLdt LLL 


p o o o f"pp-f~ pp 

L d d d LyLtyy 


Ld d d L L L dy y 


I \J\J 




y LL. LyyyLLL 


aijaLa illql 


■a-t-ooppp4-p+- 
d LddLLL Ly L 


LaLLLaLaya 


L l y L Ly LL La 


1 DU 


u^aaayav— 


L ILL LL Lyy L 


+~ r*' z$ 7* p p p 

LLLLLdayyL 


+- p p s a s p pa a 
Ly LdddyLdd 


^ p p apt* p 

daLdyaLLy L 


p 4p p p 

y LLiaoLtyL 


^ o ^ u 


+- nr*z* n n n ^~ c~ t~ 


ll l ll Layy y 


LLLLLyadLy 


r* 1 r~* c* ~i~ t~ ^ ^ i^t 

LLLLyy Laay 


p p 4- pp p p a p p 

gctggtgagg 


p p p 4— p p 4- pp p 

LLLLyy l y LL 


^ o o u 




pi pr pr pan o pfPT 

yay y L-aaay y 


p P +• pprapopp 
LL Lyy dLdljL 


■p -p p o p +- f- p +- p 
L tydLL Ly Ly 


p p p p r± pp o 4p "p 

yyy Lay yd l l 


P 4" P 1~ /TP 5i pr p p 

L LL LyLdyLL 


9 Q4 0 


CatCCCCddy 


pr pr -3 «"f -3 4— ,™ 3 /~« 




LLLCtCyyyd 


gccccagccc 


tyctccaacu 


jUUU 


CCat.aCL.CCa 


-4— f^t /—» -a +— /-*% 

CLCCddy ugc 


cccaccaccc 


cccaacccci 


ctccaggccu 


gccaagaggg 


J U DU 


3 n n 3 3 i"f f"t /"T /"* o 

agyaaggggc 


LLLd Ly y Lay 




Lggg uccuga 




, — ■ 4— / — r , — r t — • t — • 4* tT 1 — ' I — " 

cuggcccgcc 




atgccagtaa 


ctgtgctgta 


ctgagcactg 


aaccacattc 


agggaaatgg 


cttattaaac 


3180 


tttgaagcaa 


ctgtgaattc 


attctggagg 


ggcagtggag 


atcaggagtg 


acagatcaca 


3240 


gggtgagggc 


cacctccaca 


cccaccccct 


ctggagaagg 


cctggaagag 


ctgagacctt 


3300 


gctttgagac 


tcctcagcac 


ccctccagtt 


ttgcctgaga 


aggggcagat 


gttcccggag 


3360 
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cagaagacgt 


ctccccttct 


ctgcctcacc 


tggtcgccaa 


tccatgctct 


ctttcttttc 


3420 


tctgtctact 


ccttatccct 


tggtttagag 


gaacccaaga 


tgtggccttt 


agcaaaactg 


3480 


gacaatgtcc 


aaacccactc 


atgactgcat 


gacggagccg 


agccatgtgt 


ctttacacct 


3540 


cgctgttgtc 


acatctcagg 


gaactgaccc 


tcaggcacac 


cttgcagaag 


gcaaggccct 


3600 


gccctgccca 


acctctgtgg 


tcacccatgc 


atcttccact 


ggaacgtttc 


actgcaaaca 


3660 


caccttggag 


aagtggcatc 


agtcaacaga 


gaggggcagg 


gaaggagaca 


ccaagctcac 


3720 


ccttcgtcat 


ggaccgaggt 


tcccactctg 


ggcaaagccc 


ctcacactgc 


aagggattgt 


3780 


agataacact 


gacttgtttg 


ttttaaccaa 


taactagctt 


cttataatga 


tttttttact 


3840 


aatgatactt 


acaagtttct 


agctctcaca 


gacatataga 


ataagggttt 


ttgcataata 


3900 


agcaggttgt 


tatttaggtt 


aacaatatta 


attcaggttt 


tttagttgga 


aaaacaattc 


3960 


ctgtaacctt 


ctattttcta 


taattgtagt 


aattgctcta 


cagataatgt 


ctatatattg 


4020 


gccaaactgg 


tgcatgacaa 


gtactgtatt 


tttttatacc 


taaataaaga 


aaaatcttta 


4080 


gcctgggcaa 


caaaaaaa 
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<210> 21 

<211> 21 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Synthetic oligonucleotide 

<400> 21 

gagaggtcca cgagggagcc c 21 

<210> 22 

<211> 20 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Synthetic oligonucleotide 
<400> 22 

cacggctcgg aggccgcgca 20 



<210> 23 
<211> 20 



<212> DNA 

<213> Artificial sequence 



<220> 

<223> Synthetic oligonucleotide 
<400> 23 

cgcctccaag gtcacttcag 

<210> 24 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 24 

cgcctccaag gtcacttcag 

<210> 25 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 25 

agtgaccttc tttcctggac 

<210> 26 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 26 

gtttggatgg gaagatcttc 



<210> 21 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 27 

cttgtgtctt cgtaagatac 

<210> 28 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 28 

ctgggggaag ggacccttgc 

<210> 29 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 29 

cttcagcaca aaaggggcct 

<210> 30 

<211> 22 

<212> DNA 

<213> Artificial sequence 



<220> 



<223> Synthetic oligonucleotide 
<400> 30 

caacgacttt ggagggtggg ac 

<210> 31 

<211> 21 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 31 

gttgttcctc acaaactgct c 

<210> 32 

<211> 21 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 32 

gtggtgggag ggcttccatt g 

<210> 33 

<211> 21 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 33 

gatctgacgg ggctcaggga c 

<210> 34 
<211> 20 
<212> DNA 



<213> Artificial sequence 



<220> 

<223> Synthetic oligonucleotide 

<400> 34 

catctgtgag ctgggcctgg 

<210> 35 

<211> 21 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Synthetic oligonucleotide 

<400> 35 

ccttcctcgt tgacctctgc c 

<210> 36 
<211> 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Synthetic oligonucleotide 

<400> 36 

ctttgttgcc atggtcagac ag 

<210> 37 

<211> 20 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Synthetic oligonucleotide 
<400> 37 

gcagcaccag caggaggaac 
<210> 38 
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<211> 21 
<212> DNA 

<213> Artificial sequence 



<220> 

<223> Synthetic oligonucleotide 

<400> 38 

ggttggtgcc acgtcattgc g 21 

<210> 39 

<211> 22 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Synthetic oligonucleotide 

<400> 39 

gttggctggc cgaggacggt ac 

<210> 40 

<211> 10 

<212> PRT 

<213> Artificial sequence 



<220> 

<223> Synthetic peptide 

<400> 40 

Val Pro Glu Asn Gly Lys Gly Pro Phe Pro 
1 5 10 

<210> 41 

<211> 19 

<212> PRT 

<213> Artificial sequence 



<220> 
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<223> Synthetic peptide 
<400> 41 

Gin Glu Pro Lys Asp Pro His Asp Leu Met Phe Thr He His Arg Ser 
15 10 15 

Thr Gly Thr 



<210> 42 

<211> 10 

<212> PRT 

<213> Artificial sequence 



<220> 

<223> Synthetic peptide 
<400> 42 

Asp Asn Gly Ser Pro Pro Thr Thr Gly Thr 
15 10 

<210> 43 

<211> 23 

<212> PRT 

<213> Artificial sequence 



<220> 

<223> Synthetic peptide 
<400> 43 

Thr Asp Lys Asp Leu Ser Pro His Thr Ser Pro Phe Gin Ala Gin Leu 
1 5 10 15 

Thr Asp Asp Ser Asp He Tyr 
20 

<210> 44 
<211> 16 
<212> PRT 

<213> Artificial sequence 



<220> 
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<223> Synthetic peptide 

<400> 44 

Asp Cys His Gly His Val Glu Thr Cys Pro Gly Pro Trp Lys Gly Gly 
1 5 10 15 

<210> 45 

<211> 12 

<212> PRT 

<213> Artificial sequence 



<220> 

<223> Synthetic peptide 
<400> 45 

Met Tvr Arg Pro Arg Pro Ala Asn Pro Asp Glu He 
15 10 

<210> 46 

<211> 19 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Synthetic oligonucleotide 

<400> 46 19 
cttggagatg ctctgtggc 

<210> 47 

<211> 20 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Synthetic oligonucleotide 
<400> 47 

gcacttgctg tctgctggtc 

<210> 48 
<211> 20 
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<212> DNA 

<213> Artificial sequence 



<220> 

<223> Synthetic oligonucleotide 

<400> 48 

catgcttgtt ctcctgtgtg 

<210> 49 

<211> 20 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Synthetic oligonucleotide 

<400> 49 

ctgtgacatc atctgtcttg 

<210> 50 

<211> 20 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Synthetic oligonucleotide 

<400> 50 

caaagagact acagcaatgg ac 

<210> 51 

<211> 20 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Synthetic oligonucleotide 



<400> 51 

ctgagtgagg acatctgcag 



20 



<210> 52 

<211> 19 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 52 

ctgggtgaca gagtgagac 

<210> 53 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 53 

cttcatggtg tactcagatc 

<210> 54 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 54 

ggttctagag gagatcattg tc 

<210> 55 

<211> 20 

<212> DNA 

<213> Artificial sequence 



<220> 



<223> Synthetic oligonucleotide 
<400> 55 

gtcttgagag gtgagagctg 



<210> 56 

<211> 20 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Synthetic oligonucleotide 

<400> 56 

gcatgagcca ctgcatccag 

<210> 57 

<211> 20 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Synthetic oligonucleotide 

<400> 57 

gccctgaatg atgacatcag 

<210> 58 

<211> 22 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Synthetic oligonucleotide 

<400> 58 

caatctctat ggtaatcaga ac 

<210> 59 

<211> 21 

<212> DNA 



<213> Artificial sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 59 

catctcaact gtcctgcaca g 

<210> 60 

<211> 22 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 60 

cagtgactct tacctattta tg 

<210> 61 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 61 

catcctgccg ctgtgtatac 

<210> 62 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 62 

cagccatagt gctgagactg 



<210> 63 



<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 63 

cacccatgag ccagtgcttc 

<210> 64 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 64 

gcttctgctc tcagagtcag 

<210> 65 

<211> 19 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 65 

gtagacaggg ctggagttg 

<210> 66 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic oligonucleotide 



<400> 66 

cagagctctg ctctaggatc 

<210> 67 

<211> 21 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 67 

ctgttcagtg agcagattct c 

<210> 68 

<211> 21 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 68 

cagtagcaag aaatctcatg c 

<210> 69 

<211> 21 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 69 

caataggctc atctaggtct c 

<210> 70 

<211> 20 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Synthetic oligonucleotide 

<400> 70 

gactaacact acctcctctg 

<210> 71 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 71 

gtccatgaat gtctatgatc 

<210> 72 

<211> 19 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 72 

gatgtcatag gcgctctgct g 

<210> 73 

<211> 19 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 73 

gtcgcggcag ctgcttcac 

<210> 74 



<211> 20 



<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 74 

gcagagagtg aaggaggctg 

<210> 75 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic oligonucleotide 
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20 



<400> 75 

gtactgagga ggctgaggag 



20 



